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<151> 1998-09-18; 1998-09-18; 1999-04-27 

<160> 32 

<170> PERL Program 

<210> 1 
<211> 1005 
<212> PRT 

<213> Homo sapiens 
<220> 

<221> misc_feature 
<223> Incyte ID No: 1285395 

<400> 1 

Met Thr Thr Glu Val Gly Ser Val 

1 5 
Ser Gin Leu Gly Thr Asp Ala Thr 
20 

Ala Glu Asn Gin Gin Asn Gin Ser 
35 

Gly Ser Gin Pro Pro Pro Ala Ala 
50 

Arg Gin Lys Arg Glu Lys Glu Thr 
65 

Arg Phe lie Pro Pro Trp Leu Lys 
80 

Val Val Ala Lys Asp Gly Gly Asp 
95 

Val Val Glu Glu Gin Val Leu Asp 
110 



Ser Glu Val Lys Lys Asp Ser 
10 15 
Lys Glu Lys Pro Lys Glu Val 
25 30 
Ser Asp Pro Glu Glu Glu Lys 
40 45 
Glu Ser Gin Ser Ser Leu Arg 
55 60 
Ser Glu Ser Arg Gly lie Ser 
70 75 
Lys Gin Lys Ser Tyr Thr Leu 
85 90 
Lys Lys Glu Pro Thr Gin Ala 
100 105 
Lys Glu Glu Pro Leu Pro Glu 
115 120 
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Glu Gin Arg Gin Ala Lys Gly Asp Ala Glu Glu Met Ala Gin Lys 



125 



130 



Lys Gin Glu He Lys Val Glu Val Lys Glu Glu Lys Pro Ser Val 
140 145 150 

ser Lys Glu Glu Lys Pro Ser Val Ser Lys Val Glu Met Gin Pro 
155 160 165 

Thr Glu Leu Val Ser Lys Glu Arg Glu Glu Lys Val Lys Glu Thr 
170 175 180 

Gin Glu ASD Lys Leu Glu Gly Gly Ala Ala Lys Arg Glu Thr Lys 
185 190 195 

Glu Val Gin Thr Asn Glu Leu Lys Ala Glu Lys Ala Ser Gin Lys 
200 205 210 

val Thr Lys Lys Thr Lys Thr Val Gin Cys Lys Val Thr Leu Leu 
215 220 225 

Asp Gly Thr Glu Tyr Ser Cys Asp Leu Glu Lys His Ala Lys Gly 
230 235 240 

Gin val Leu Phe Asp Lys Val Cys Glu His Leu Asn Leu Leu Glu 
245 250 255 

Lys ASD Tyr Phe Gly Leu Leu Phe Gin Glu Ser Pro Glu Gin Lys 
260 265 270 

Asn Trp Leu Asp Pro Ala Lys Glu He Lys Arg Gin Leu Arg Asn 
275 280 285 

Leu Pro Trp Leu Phe Thr Phe Asn Val Lys Phe Tyr Pro Pro Asp 
290 295 300 

Pro Ser Gin Leu Thr Glu Asp He Thr Arg Tyr Phe Leu Cys Leu 
305 310 315 

Gin Leu Arg Gin Asp He Ala Ser Gly Arg Leu Pro Cys Ser Phe 
320 325 330 

val Thr His Ala Leu Leu Gly Ser Tyr Thr Leu Gin Ala Glu Leu 
335 340 345 

Gly Asp Tyr Asp Pro Glu Glu His Gly Ser He Asp Leu Ser Glu 
350 355 360 

Phe Gin Phe Ala Pro Thr Gin Thr Lys Glu Leu Glu Glu Lys Val 
365 370 375 

Ala Glu Leu His Lys Thr His Arg Gly Leu Ser Pro Ala Gin Ala 
380 385 390 

Asp Ser Gin Phe Leu Glu Asn Ala Lys Arg Leu Ser Met Tyr Gly 
395 400 405 

val Asp Leu His His Ala Lys Asp Ser Glu Gly Val Asp He Lys 
410 415 420 

Leu Gly Val Cys Ala Asn Gly Leu Leu He Tyr Lys Asp Arg Leu 
425 430 435 

Arg He Asn Arg Phe Ala Trp Pro Lys He Leu Lys He Ser Tyr 
440 445 450 

Lys Arg Ser Asn Phe Tyr He Lys Val Arg Pro Ala Glu Leu Glu 
455 460 465 

Gin Phe Glu Ser Thr He Gly Phe Lys Leu Pro Asn His Arg Ala 
470 475 480 

Ala Lys Arg Leu Trp Lys Val Cys Val Glu His His Thr Phe Tyr 
485 490 495 

Arg Leu Val Ser Pro Glu Gin Pro Pro Lys Ala Lys Phe Leu Thr 
500 505 510 

Leu Gly ser Lys Phe Arg Tyr Ser Gly Arg Thr Gin Ala Gin Thr 
515 520 525 

Arg Gin Ala Ser Thr Leu He Asp Arg Pro Ala Pro His Phe Glu 
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530 535 540 

Arg Thr Ser Ser Lvs Arg Val Ser Arg Ser Leu Asp Gly Ala Pro 
5^5 550 555 

lie Gly Val Met Asp Gin Ser Leu Met Lys Asp Phe Pro Gly Ala 
560 565 570 

Ala Gly Glu He Ser Ala Tyr Gly Pro Gly Leu Val Ser He Ala 
575 580 585 

Val val Gin Asp Gly Asp Gly Arg Arg Glu Val Arg Ser Pro Thr 
590 595 600 

Lys Ala Pro His Leu Gin Leu He Glu Gly Lys Lys Asn Ser Leu 

605 610 
Arg Val Glu Gly Asp Asn He Tyr Val Arg His Ser Asn Leu Met 
620 ' 625 630 

Leu Glu Glu Leu Asp Lys Ala Gin Glu Asp He Leu Lys His Gin 
635 640 645 

Ala Ser He Ser Glu Leu Lys Arg Asn Phe Met Glu Ser Thr Pro 
650 655 660 

Glu Pro Arg Pro Asn Glu Trp Glu Lys Arg Arg He Thr Pro Leu 
665 670 675 

ser Leu Gin Thr Gin Gly Ser Ser His Glu Thr Leu Asn He Val 
680 685 690 

Glu Glu Lys Lys Arg Ala Glu Val Gly Lys Asp Glu Arg Val He 
695 700 705 

Thr Glu Glu Met Asn Gly Lys Glu He Ser Pro Gly Ser Gly Pro 
710 715 720 

Gly Glu He Arg Lys Val Glu Pro Val Thr Gin Lys Asp Ser Thr 
725 730 735 

Ser Leu Ser Ser Glu Ser Ser Ser Ser Ser Ser Glu Ser Glu Glu 
740 745 750 

Glu Asp Val Gly Glu Tyr Arg Pro His His Arg Val Thr Glu Gly 
755 760 765 

Thr He Arg Glu Glu Gin Glu Tyr Glu Glu Glu Val Glu Glu Glu 
770 775 780 

Pro Arg Pro Ala Ala Lys Val Val Glu Arg Glu Glu Ala Val Pro 
785 790 795 

Glu Ala Ser Pro Val Thr Gin Ala Gly Ala Ser Val He Thr Val 
800 805 810 

Glu Thr Val He Gin Glu Asn Val Gly Ala Gin Lys He Pro Gly 
815 820 825 

Glu Lys Ser Val His Glu Gly Ala Leu Lys Gin Asp Met Gly Glu 
830 835 840 

Glu Ala Glu Glu Glu Pro Gin Lys Val Asn Gly Glu Val Ser His 
845 850 855 

val Asp He Asp Val Leu Pro Gin He He Cys Cys Ser Glu Pro 
860 865 870 

Pro Val val Lys Thr Glu Met Val Thr He Ser Asp Ala Ser Gin 
875 880 885 

Arg Thr Glu He Ser Thr Lys Glu Val Pro He Val Gin Thr Glu 
890 895 900 

Thr Lys Thr He Thr Tyr Glu Ser Pro Gin He Asp Gly Gly Ala 
905 910 915 

Gly Gly Asp Ser Gly Thr Leu Leu Thr Ala Gin Thr He Thr Ser 
920 925 930 

Glu ser val Ser Thr Thr Thr Thr Thr His He Thr Lys Thr Val 
935 940 945 
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Lys 


Gly Gly 


He 


Ser 
950 


Glu 


Thr 


Arg 


Thr 


Gly Asp 


Gly 


Asp 
965 


He 


Asp 


His 


He 


Arg Glu 


Ala 


Arg 
980 


Glu 


Gin 


His 


Val 


Val Val 


His 


Lys 
995 


Glu 


Thr 


Glu 



He 


Glu 


Lys 


Arg 


He 


Val 


He 




955 










960 


Asp 


Gin 


Ala 


Leu 


Ala 


Gin 


Ala 


970 










975 


Pro 


Asp 


Met 


Ser 


Val 


Thr 


Arg 




985 










990 


Leu 


Ala 


Glu 


Glu 


Gly 


Glu 


Asp 


1000 










1005 



<210> 2 

<211> 1045 

<212> PRT 

<213> Homo sapiens 



<220> 

<221> misc_f eature 

<223> Incyte ID No: 1320252 



<400> 2 












Met 


Gly 


Glu 


He 


Glu 


Gin 


Arg 


1 








5 






Ala 


Pro 


Glu 


Asn 


Ser 
20 


Gly 


He 


Pro 


Pro 


Pro 


Thr 


Pro 
35 


Ser 


Gly 


Met 


Leu 


Asp 


Asp 


Thr 
50 


Gin 


Glu 


Pro 


Gly 


Lys 


Val 


Leu 
65 


Leu 


Asp 


Val 


Glu 


Gly 


Asp 


Tyr 
80 


Phe 


Gly 


He 


Thr 


Val 


Trp 


Leu 
95 


Asp 


Leu 


Arg 


Arg 


Pro 


Lys 


His 
110 


Val 


Val 


Pro 


Pro 


Asp 


His 


Thr 
125 


Gin 


Leu 


Phe 


Ala 


Leu 


Gin 


Val 

140 


Lys 


Gin 


Cys 


Asn 


Asp 


Thr 


Ser 
155 


Ala 


Ala 


Ser 


Glu 


He 


Gly Asp 


Phe 


Asp 










170 






Ala 


Lys 


Asn 


Lys 


Tyr 
185 


He 


Pro 


He 


Val 


Glu 


Phe 


His 
200 


His 


Asn 


Ser 


Asp 


Phe 


Gin 


Leu 
215 


Leu 


Glu 


Gly 


He 


Arg 


Leu 


His 
230 


Pro 


Ala 


Asn 


Leu 


Ala 


Val 


Ala 
245 


Asn 


Thr 


Thr 


Lys 


He 


Asn 


Ala 


Phe 


Asn 



Pro 


Thr 


Pro 


Glv 


Ser 


Arg 


Leu 


Gly 






10 










15 


Ser 


Thr 


Leu 


Glu 


Arg 


Gly Gin 


Lys 






25 










30 


Lys 


Leu 


Val 


Ser 


He 


Lys 


He 


Gin 




40 










45 


Ala 


Phe 


Glu 


Val 


Pro 


Gin 


Arg 


Ala 






55 










60 


Ala 


Val 


Cys 


Asn 


His 


Leu 


Asn 


Leu 






70 










75 


Leu 


Glu 


Phe 


Pro 


Asp 


His 


Lys 


Lys 






85 










90 


Leu 


Lys 


Pro 


He 


Val 


Lys 


Gin 


He 




100 










105 


Val 


Lys 


Phe 


Val 


Val 


Lys 


Phe 


Phe 




115 










120 


Gin 


Glu 


Glu 


Leu 


Thr 


Arg 


Tyr 


Leu 






130 










135 


Asp 


Leu 


Ala 


Gin 


Gly Arg 


Leu 


Thr 




145 










150 


Leu 


Leu 


He 


Ser 


His 


He 


Val 


Gin 






160 










165 


Glu 


Ala 


Leu 


Asp 


Arg 


Glu 


His 


Leu 






175 










180 


Gin 


Gin 


Asp 


Ala 


Leu 


Glu 


Asp 


Lys 






190 










195 


His 


He 


Gly 


Gin 


Thr 


Pro 


Ala 


Glu 






205 










210 


He 


Ala 


Arg 


Arg 


Leu 


Glu 


Met 


Tyr 






220 










225 


Lys 


Asp 


Arg 


Glu 


Gly Thr 


Lys 


He 




235 










240 


Gly 


He 


Leu 


Val 


Phe 


Gin 


Gly 


Phe 




250 










255 


Trp 


Ala 


Lys 


Val 


Arg 


Lys 


Leu 


Ser 
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260 265 270 

Phe Lys Arg Lys Arg Phe Phe He Lys Leu Arg Pro Asp Ala Asn 
275 280 285 

S°r Ala Tvr Gin Asp Thr Leu Glu Phe Leu Met Ala Ser Arg Asp 
290 295 300 

Phe Cys Lys Ser Phe Trp Lys lie Cys Val Glu His His Ala Phe 

305 310 
Phe Arg Leu Phe Glu Glu Pro Lys Pro Lys Pro Lys Pro Val Leu 
320 325 330 

Phe Ser Arg Gly Ser Ser Phe Arg Phe Ser Gly Arg Thr Gin Lys 
335 340 345 

Gin val Leu Asp Tyr Val Lys Glu Gly Gly His Lys Lys Val Gin 
350 355 360 

Phe Glu Arg Lys His Ser Lys He His Ser He Arg Ser Leu Ala 
365 370 375 

Ser Gin Pro Thr Glu Leu Asn Ser Glu Val Leu Glu Gin Ser Gin 
380 385 390 

Gin ser Thr Ser Leu Thr Phe Gly Glu Gly Ala Glu Ser Pro Gly 
395 400 405 

Gly Gin Ser Cys Arg Arg Gly Lys Glu Pro Lys Val Ser Ala Gly 
410 415 420 

Glu Pro Gly Ser His Pro Ser Pro Ala Pro Arg Arg Ser Pro Ala 
425 430 435 

Gly Asn Lys Gin Ala Asp Gly Ala Ala Ser Ala Pro Thr Glu Glu 
440 445 450 

Glu Glu Glu val val Lys Asp Arg Thr Gin Gin Ser Lys Pro Gin 
455 460 465 

Pro Pro Gin Pro Ser Thr Gly Ser Leu Thr Gly Ser Pro His Leu 
470 475 480 

Ser Glu Leu Ser Val Asn Ser Gin Gly Gly Val Ala Pro Ala Asn 
485 490 495 

Val Thr Leu Ser Pro Asn Leu Ser Pro Asp Thr Lys Gin Ala Ser 
500 505 510 

Pro Leu He Ser Pro Leu Leu Asn Asp Gin Ala Cys Pro Arg Thr 
515 520 525 

ASD Asp Glu Asp Glu Gly Arg Arg Lys Arg Phe Pro Thr Asp Lys 
530 535 540 

Ala Tyr Phe He Ala Lys Glu Val Ser Thr Thr Glu Arg Thr Tyr 
545 550 555 

Leu Lys Asp Leu Glu Val He Thr Ser Trp Phe Gin Ser Thr Val 
560 565 570 

Ser Lys Glu Asp Ala Met Pro Glu Ala Leu Lys Ser Leu He Phe 
575 580 585 

Pro Asn Phe Glu Pro Leu His Lys Phe His Thr Asn Phe Leu Lys 
590 595 600 

Glu He Glu Gin Arg Leu Ala Leu Trp Glu Gly Arg Ser Asn Ala 
605 610 615 

Gin He Arg Asp Tyr Gin Arg He Gly Asp Val Met Leu Lys Asn 
620 625 630 

He Gin Gly Met Lys His Leu Ala Ala His Leu Trp Lys His Ser 
635 640 645 

Glu Ala Leu Glu Ala Leu Glu Asn Gly He Lys Ser Ser Arg Arg 
650 655 660 

Leu Glu Asn Phe Cys Arg Asp Phe Glu Leu Gin Lys Val Cys Tyr 
665 670 675 
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Leu Pro Leu Asn Thr Phe Leu Leu Arg Pro Leu His Arg Leu Met 

S80 685 690 

His Tyr Lys Gin Val Leu Glu Arg Leu Cys Lys His His Pro Pro 

S95 700 705 

Ser His Ala Asp Phe Arg Asp Cys Arg Ala Ala Leu Ala Glu lie 

710 715 720 

Thr Glu Met Val Ala Gin Leu His Gly Thr Met He Lys Met Glu 

725 730 735 

Asn Phe Gin Lys Leu His Glu Leu Lys Lys Asp Leu He Gly lie 

740 745 750 

Asp Asn Leu val Val Pro Gly Arg Glu Phe He Arg Leu Gly Ser 

755 760 7S5 

Leu ser Lys Leu Ser Gly Lys Gly Leu Gin Gin Arg Met Phe Phe 

770 775 780 

Leu Phe Asn Asp Val Leu Leu Tyr Thr Ser Arg Gly Leu Thr Ala 

— " 7 95 



785 



790 



ser Asn Gin Phe Lys Val His Gly Gin Leu Pro Leu Tyr Gly Met 

» A t- 810 



800 805 
Thr He Glu Glu Ser Glu Asp Glu Trp Gly Val Pro His Cys Leu 
8X5 820 825 

Thr Leu Arg Gly Gin Arg Gin Ser He He Val Ala Ala Ser Ser 
830 835 840 

Arg Ser Glu Met Glu Lys Trp Val Glu Asp He Gin Met Ala He 
845 850 855 

Asp Leu Ala Glu Lys Ser Ser Ser Pro Ala Pro Glu Phe Leu Ala 
860 865 870 

ser Ser Pro Pro Asp Asn Lys Ser Pro Asp Glu Ala Thr Ala Ala 
875 880 88b 

Asp Gin Glu ser Glu Asp Asp Leu Ser Ala Ser Arg Thr Ser Leu 
890 895 900 

Glu Arg Gin Ala Pro His Arg Gly Asn Thr Met Val His Val Cys 

905 910 
Trp His Arg Asn Thr Ser Val Ser Met Val Asp Phe Ser He Ala 
920 925 930 

val Glu Asn Gin Leu Ser Gly Asn Leu Leu Arg Lys Phe Lys Asn 
935 940 945 

ser Asn Gly Trp Gin Lys Leu Trp Val Val Phe Thr Asn Phe Cys 
950 955 960 

Leu Phe Phe Tyr Lys Ser His Gin Asp Asn His Pro Leu Ala Ser 
965 970 975 

Leu Pro Leu Leu Gly Tyr Ser Leu Thr He Pro Ser Glu Ser Glu 
980 985 990 

Asn He Gin Lys Asp Tyr Val Phe Lys Leu His Phe Lys Ser His 
995 1000 1005 

Val Tyr Tyr Phe Arg Ala Glu Ser Glu Tyr Thr Phe Glu Arg Trp 
1010 1015 1020 

Met Glu val He Arg Ser Ala Thr Ser Ser Ala Ser Arg Pro His 
1025 1030 1035 

val Leu Ser His Lys Glu Ser Leu Val Tyr 
1040 1045 



<210> 3 
<211> 324 
<212> PRT 
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<213> Homo sapiens 
<220> 

<221> miscfeature 

<223> Incyte ID No: 1259001 

Mlt°Cys Phe Gin Ala Pro Glu Glu Leu Val Leu His Leu Ala Val 
15 10 15 

Lys val Ala Asn Gin Ala Ser Leu Pro Leu Val Asp Phe He He 
20 25 30 

Gin Asn Gly Gly His Leu Asp Ala Lys Ala Ala Asp Gly Asn Thr 
35 40 45 

Ala Leu His Tyr Ala Ala Leu Tyr Asn Gin Pro Asp Cys Leu Lys 
50 55 60 

Leu Leu Leu Lys Gly Arg Ala Leu Val Gly Thr Val Asn Glu Ala 
65 70 75 

Gly Glu Thr Ala Leu Asp He Ala Arg Lys Lys His His Lys Glu 
80 85 90 

cys Glu Glu Leu Leu Glu Gin Ala Gin Ala Gly Thr Phe Ala Phe 
95 100 105 

Pro Leu His val Asp Tyr Ser Trp Val He Ser Thr Glu Pro Gly 
110 115 120 

Ser Asp ser Glu Glu Asp Glu Glu Glu Lys Arg Cys Leu Leu Lys 
125 130 135 

Leu Pro Ala Gin Ala His Trp Ala Ser Gly Arg Leu Asp He Ser 
140 145 150 

Asn Lys Thr Tyr Glu Thr Val Ala Ser Leu Gly Ala Ala Thr Pro 
155 160 165 

Gin Gly Glu Ser Glu Asp Cys Pro Pro Pro Leu Pro Val Lys Asn 
170 175 180 

ser Ser Arg Thr Leu Val Gin Gly Cys Ala Arg His Ala Ser Gly 
185 190 195 

Asp Arg Ser Glu Val Ser Ser Leu Ser Ser Glu Ala Pro Glu Thr 
200 205 210 

Pro Glu Ser Leu Gly Ser Pro Ala Ser Ser Ser Ser Leu Met Ser 
215 220 225 

Pro Leu Glu Pro Gly Asp Pro Ser Gin Ala Pro Pro Asn ser Glu 
230 235 240 

Glu Gly Leu Arg Glu Pro Pro Gly Thr Ser Arg Pro Ser Leu Thr 
245 250 255 

Ser Gly Thr Thr Pro Ser Glu Met Tyr Leu Pro Val Arg Phe Ser 
260 265 270 

ser Glu Ser Thr Arg Ser Tyr Arg Arg Gly Ala Arg Ser Pro Glu 
275 280 285 

Asp Gly Pro Ser Ala Arg Gin Pro Leu Pro Arg Arg Asn Val Pro 
290 295 300 

Val Gly He Thr Glu Gly Asp Gly Ser Arg Thr Gly Ser Leu Pro 
305 310 315 

Ala Ser Ser Val Gin Leu Leu Gin Asp 
320 
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<210> 4 

<211> 385 

<212> PRT 

<213> Homo sapiens 

<220> 

<221> misc_feature 

<223> Incyte ID No: 1627027 



<400> 4 

Met Ser Val Ser Arg Thr Met Glu Asp Ser Cys Glu Leu Asp Leu 
1 



5 10 15 



val Tyr Val Thr Glu Arg He He Ala Val Ser Phe Pro Ser Thr 
20 25 30 

Ala Asn Glu Glu Asn Phe Arg Ser Asn Leu Arg Glu Val Ala Gin 
35 40 45 

Met Leu Lys Ser Lys His Gly Gly Asn Tyr Leu Leu Phe Asn Leu 
50 55 60 

ser Glu Arg Arg Pro Asp He Thr Lys Leu His Ala Lys Val Leu 
65 70 75 

Glu Phe Gly Trp Pro Asp Leu His Thr Pro Ala Leu Glu Lys He 
80 85 90 

Cys ser He Cys Lys Ala Met Asp Thr Trp Leu Asn Ala Asp Pro 
95 100 105 

His Asn Val Val Val Leu His Asn Lys Gly Asn Arg Gly Arg He 
110 115 120 

Gly Val Val He Ala Ala Tyr Met His Tyr Ser Asn He Ser Ala 
125 130 135 

Ser Ala Asp Gin Ala Leu Asp Arg Phe Ala Met Lys Arg Phe Tyr 
140 145 150 

Glu Asp Lys He Val Pro He Gly Gin Pro Ser Gin Arg Arg Tyr 
155 160 165 

Val His Tyr Phe Ser Gly Leu Leu Ser Gly Ser He Lys Met Asn 
170 175 180 

Asn Lys Pro Leu Phe Leu His His Val He Met His Gly He Pro 
185 190 195 

Asn Phe Glu Ser Lys Gly Gly Cys Arg Pro Phe Leu Arg He Tyr 
200 205 2X0 

Gin Ala Met Gin Pro Val Tyr Thr Ser Gly He Tyr Asn He Pro 
215 220 225 

Gly Asp Ser Gin Thr Ser Val Cys He Thr He Glu Pro Gly Leu 
230 235 240 

Leu Leu Lys Gly Asp He Leu Leu Lys Cys Tyr His Lys Lys Phe 
245 250 255 

Arg Ser Pro Ala Arg Asp Val He Phe Arg Val Gin Phe His Thr 
260 265 270 

cys Ala He His Asp Leu Gly Val Val Phe Gly Lys Glu Asp Leu 
275 280 285 

Asp Asp Ala Phe Lys Asp Asp Arg Phe Pro Glu Tyr Gly Lys Val 
290 295 300 

Glu Phe val Phe Ser Tyr Gly Pro Glu Lys He Gin Gly Met Glu 
305 310 315 

His Leu Glu Asn Gly Pro Ser Val Ser Val Asp Tyr Asn Thr Ser 
320 325 330 

Asp Pro Leu He Arg Trp Asp Ser Tyr Asp Asn Phe Ser Gly His 
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335 340 345 

Arg Asp Asp Gly Met Glu Asp Gly Asn Lys Gin Asn Thr Asn Ser 

350 355 360 

Gin ser He Gly Ser He Ser Gly Gly Leu Glu Asp Gin Tyr Thr 

365 370 375 
Trp Pro Asp Thr His Trp Pro Ser Gin Ser 

380 385 



<210> 5 
<211> 364 
<212> PRT 

<213> Homo sapiens 



<220> 

<221> misc_f eature 

<223> Incyte ID No: 1905315 



<400> 5 














Met 


Ser 


Ser 


Ala 


Pro 


Arg 


Ser 


Pro 


1 








5 








Lys 


Lys 


Asp 


Glu 


Ser 
20 


Phe 


Leu 


Gly 


Arg 


Lys 


Arg 


Arg 


Ala 
35 


Arg 


Glu 


Val 


Lys 


Asn 


Ala 


He 


Asn 
50 


Ser 


Pro 


Met 


His 


Pro 


Glu 


Asp 


Thr 
65 


Gin 


Leu 


Glu 


He 


Asp 


Pro 


Thr 


Ser 
80 


Lys 


Glu 


Asp 


Lys 


Val 


Leu 


Leu 


Asp 
95 


Trp 


He 


Asn 


He 


He 


Val 


Lys 


Gin 
110 


Leu 


Glu 


Glu 


Leu 


Gin 


Lys 


Leu 


Leu 
125 


Glu 


Lys 


Leu 


Ala 


Glu 


Val 


Thr 


Gin 
140 


Ser 


Glu 


He 


Thr 


Val 


Leu 


Glu 


Ala 
155 


Val 


His 


Asp 


Ala 


Leu 


Arg 


Trp 


Ser 
170 


val 


Asp 


Ser 


Ala 


He 


Leu 


His 


Leu 
185 


Leu 


Val 


Ser 


Pro 


He 


Arg 


Leu 


Pro 
200 


Glu 


His 


Val 


Arg 


Lys Arg 


Glu 


Gly 


Leu 


Leu 


His 










215 








Leu 


Thr 


Thr 


Thr 


Thr 
230 


Glu 


Met 


Met 


Ala 


Phe 


Asp 


Thr 


Leu 
245 


Phe 


Asp 


His 


Val 


Lys 


Lys 


Ser 


Leu 
260 


He 


Thr 


Phe 



Thr 


Pro 


Arg 


Pro 




Arg 


Met 




10 










15 


Lys 


Leu 


y 


Gly 


Thr 


Leu 


Ala 


25 










30 


Ser 


Asp 


Leu 


Gin 


Glu 


Glu 


Gly 




40 










45 


oer 


Pro 


Ala 


Leu 


Ala 


Asp 


Val 




55 










60 


Glu 


Asn 


Glu 


Glu 


Arg 


Thr 


Met 




70 










75 


Pro 


Lys 


Phe 


Lys 


Glu 


Leu 


Val 




85 










90 


Asp 


Val 


Leu 


Val 


Glu 


Glu 


Arg 


100 










105 


Asp 


Leu 


Tyr 


Asp 


Gly 


Gin 


Val 


115 










120 


Ala 


Gly 


Cys 


Lys 


Leu 


Asn 


Val 




130 










135 


Gly 


Gin 


Lys 


Gin 


Lys 


Leu 


Gin 


14 5 










150 


Leu 


Leu 


Arg 


Pro 


Arg 


Gly Trp 




160 










165 


He 


His 


Gly 


Lys 


Asn 


Leu 


Val 




175 










180 


Leu 


Ala 


Met 


His 


Phe 


Arg 


Ala 




190 










195 


Thr 


Val 


Gin 


Val 


Val 


Val 


Val 




205 










210 


Ser 


Ser 


His 


He 


Ser 


Glu 


Glu 




220 










225 


Met 


Gly Arg 


Phe 


Glu 


Arg 


Asp 




235 










240 


Ala 


Pro 


Asp 


Lys 


Leu 


Ser 


Val 




250 










255 


Val 


Asn 


Lys 


His 


Leu 


Asn 


Lys 




265 










270 
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Leu Asn Leu Glu Val Thr Glu Leu Glu 
275 

Val Tyr Leu Val Leu Leu Met Gly Leu 
290 

Pro Leu His His Phe Tyr Leu Thr Pro 
305 

Val His Asn Val Ser Phe Ala Phe Glu 
320 

Leu Lys Lys Pro Lys Ala Arg Pro Glu 
335 

Leu Lys ser Thr Leu Arg Val Leu Tyr 
350 

Lys Asn Val Glu 



<210> 6 
<211> 395 
<212> PRT 

<213> Homo sapiens 
<220> 

<221> misc_f eature 

<223> Incyte ID No: 1997789 

<400> 6 

Met Ser Glu Gin Ser lie Cys Gin Ala 

1 5 
Tyr Asp Asp Thr Ser Lys Lys Trp Val 
20 

Gin Gly Phe Ser Arg lie Asn lie Tyr 
35 

Thr Phe Arg Val Val Gly Val Lys Leu 
50 

lie Asn Tyr Ser lie Val Lys Gly Leu 
65 

Pro Thr Phe His Gin Trp Arg Asp Ala 
80 

Asn Phe Ala Ser Lys Glu Glu Ala Thr 
95 

Leu Phe Ala Leu Asn lie Met Asn Ser 
110 

Ser Gin Arg Gin Val Gin Asn Gly Pro 
125 

lie Gin Arg Arg Gin Val Met Glu Gin 
140 

Glu Ser Leu Glu Arg Arg Thr Ser Ala 
155 

Pro Gly His Pro Ser Ser Ala Ala Ser 
170 

Gly Pro Pro Pro Pro Pro Pro Pro Leu 
185 

Gly Ala Thr Pro Pro Pro Pro Pro Pro 
200 

Gin Gly Ser Ser His Asp Glu Ser Ser 
215 




PCT/US99/2I565 



Thr 


Gin 


Phe 


Ala 


Asp 


Gly 


280 










285 


Leu 


Glu 


Asp 


Tyr 


Phe 


Val 


295 










300 


Glu 


Ser 


Phe 


Asp 


Gin 


Lys 


310 










315 


Leu 


Met 


Leu 


Asp 


Gly 


Gly 


325 










330 


Asp 


val 


Val 


Asn 


Leu 


Asp 


340 










345 


Asn 


Leu 


Phe 


Thr 


Lys 


Tyr 


355 










360 



Arg 


Ala 


Ser 


Val 


Met 


Val 


10 










15 


Pro 


lie 


Lys 


Pro Gly Gin 


25 










30 


His 


Asn 


Thr 


Ala 


Ser 


Asn 


40 










45 


Gin 


Asp 


Gin 


Gin 


Val 


Val 


55 










60 


Lys 


Tyr 


Asn 


Gin 


Ala 


Thr 


70 










75 


Arg 


Gin 


Val 


Tyr 


Gly 


Leu 


85 










90 


Thr 


Phe 


Ser 


Asn 


Ala 


Met 


100 










105 


Gin Glu Gly Gly 


Pro 


Ser 


115 










120 


Ser 


Pro 


Asp 


Glu 


Met 


Asp 


130 










135 


His 


Gin 


Gin 


Gin 


Arg 


Gin 


145 










150 


Thr 


Gly 


Pro 


He 


Leu 


Pro 


160 










165 


Ala 


Pro 


Val 


Ser 


Cys 


Ser 


175 










180 


Val 


Pro 


Pro 


Pro 


Pro 


Thr 


190 










195 


Leu 


Pro 


Ala 


Gly 


Gly 


Ala 


205 










210 


Met 


Ser 


Gly 


Leu 


Ala 


Ala 


220 










225 
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Ala 


He 


Ala 


Gly 


Ala 
•5 1 n 

Z J u 


Lys 


Leu 


Arg 


Ala 


Ser 


Gly 


Gly 


Ser 


Ser 


Pro 


Ser 


Asn 


Arg 


A J. a 


Ser 


Ser 


Gly Gly Gly 










0 £r r> 








Met 


Asn 


Lys 


Leu 


Leu 

0 "7 cr 


A±a 


Lys 


Arg 


Asp 


Lys 


Pro 


Ala 


Glu 
ZyyJ 


Lys 


Lys 


Glu 


Pro 


Ser 


Thr 


Ser 


Pro 
3 05 


Ser 


Pro 


Gly 


Pro 


Asn 


Ser 


Ser 


Glu 


Ala 


Gly Arg 










"5 O A 








Ser 


Val 


Glu 


Lys 


Pro 
335 


Val 


Ser 


Ser 


Ala 


Gly 


Ser 


Val 


Asn 
350 


Asp 


Met 


Ala 


Arg 


Met 


Lys 


Gin 


Glu 
365 


He 


Leu 


Glu 


Lys 


Val 


Lys 


Glu 


Glu 
380 


He 


He 


Asp 


Gly 


He 


Ser 


Thr 


Thr 
395 









<210> 7 
<211> 523 
<212> PRT 

<213> Homo sapiens 
<220> 

<221> misc_feature 
<223> Incyte ID No: 2303465 

<400> 7 

Met Ala Ala Val Gly Arg Val Gly 

1 5 
Gly Leu Ser Ser Thr Tyr Thr Gly 
20 

Ala Ser Gly Asn Gly Gly Ala Ala 
35 

Gin Asn Leu Trp Ser Cys He Leu 
50 

T^g Ser Lys Leu Pro Ala Gly Lys 
65 

Asp Gly Ala Gly Lys Thr Ser Leu 
80 

Glu Glu Tyr Lys Lys Gly Arg Gly 
95 

Val His Asp Glu Asp Arg Asp Asp 
110 

He Leu Asp Gly Asp Leu Tyr His 
125 

Leu Asp Ala Val Ser Leu Lys Asp 



Arg 


Val 


Gin 


Arg 


Pro 


Glu 


Asp 


235 










240 


Gly 


Thr 


Ser 


Lys 


Ser 


Asp 


Ala 


250 










255 


Gly Gly Gly 


Leu 


Met 


Glu 


Glu 




265 










270 


Arg 


Lys 


Ala 


Ala 


Ser 


Gin 


Ser 


280 










285 


Asp 


Glu 


Ser 


Gin 


Met 


Glu 


Asp 


295 










300 


Thr 


Arg 


Ala 


Ala 


Ser 


Gin 


Pro 




310 










315 


Lys 


Pro 


Trp 


Glu 


Arg 


Ser 


Asn 


325 










330 


He 


Leu 


Ser 


Arg 


Met 


Lys 


Pro 




340 










345 


Leu 


Asp 


Ala 


Phe 


Asp 


Leu 


Asp 




355 










360 


Glu 


Val 


Val 


Arg 


Glu 


Leu 


His 




370 










375 


Ala 


He 


Arg 


Gin 


Glu 


Leu 


Ser 




385 










390 



Ser 


Phe 


Gly 


Ser 


Ser 


Pro 


Pro 




10 










15 


Gly 


Pro 


Leu 


Gly 


Asn 


Glu 


He 


25 










30 


Ala 


Gly Asp 


Asp 


Glu 


Asp 


Gly 




40 










45 


Ser 


Glu 


Val 


Ser 


Thr 


Arg 


Ser 




55 










60 


Asn 


Val 


Leu 


Leu 


Leu 


Gly 


Glu 




70 










75 


He 


Arg 


Lys 


He 


Gin 


Gly 


He 




85 










90 


Leu 


Glu 


Tyr 


Leu 


Tyr 


Leu 


Asn 




100 










105 


Gin 


Thr 


Arg 


Cys 


Asn 


Val 


Trp 




115 










120 


Lys 


Gly 


Leu 


Leu 


Lys 


Phe 


Ser 


130 










135 


Thr 


Leu 


Val 


Met 


Leu 


Val 


Val 
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140 145 150 

Asp Met Ser Lys Pro Trp Thr Ala Leu Asp Ser Leu Gin Lys Trp 
155 160 165 

Ala Ser Val Val Arg Glu His Val Asp Lys Leu Lys He Pro Pro 
170 175 180 

Glu Glu Met Lys Gin Met Glu Gin Lys Leu He Arg Asp Phe Gin 
185 190 195 

Glu Tyr Val Glu Pro Gly Glu Asp Phe Pro Ala Ser Pro Gin Arg 
200 205 210 

Arg Asn Thr Ala Ser Gin Glu Asp Lys Asp Asp Ser Val Val Leu 
215 220 225 

Pro Leu Gly Ala Asp Thr Leu Thr His Asn Leu Gly He Pro Val 
230 235 240 

Leu val val Cys Thr Lys Cys Asp Ala He Ser Val Leu Glu Lys 
245 250 255 

Glu His Asp Tyr Arg Asp Glu His Phe Asp Phe He Gin Ser His 
260 265 270 

He Arg Lys Phe Cys Leu Gin Tyr Gly Ala Ala Leu He Tyr Thr 
275 280 285 

Ser val Lys Glu Asn Lys Asn He Asp Leu Val Tyr Lys Tyr He 
290 295 300 

Val Gin Lys Leu Tyr Gly Phe Pro Tyr Lys He Pro Ala Val Val 
305 310 315 

val Glu Lys Asp Ala Val Phe He Pro Ala Gly Trp Asp Asn Asp 
320 325 330 

Lys Lys He Gly He Leu His Glu Asn Phe Gin Thr Leu Lys Ala 
335 340 345 

Glu Asp Asn Phe Glu Asp He He Thr Lys Pro Pro Val Arg Lys 
350 355 360 

Phe Val His Glu Lys Glu He Met Ala Glu Asp Asp Gin Val Phe 
365 370 375 

Leu Met Lys Leu Gin Ser Leu Leu Ala Lys Gin Pro Pro Thr Ala 
380 385 390 

Ala Gly Arg Pro Val Asp Ala Ser Pro Arg Val Pro Gly Gly Ser 
395 400 405 

Pro Arg Thr Pro Asn Arg Ser Val Ser Ser Asn Val Ala Ser Val 
410 415 420 

Ser Pro He Pro Ala Gly Ser Lys Lys He Asp Pro Asn Met Lys 
425 430 435 

Ala Gly Ala Thr Ser Glu Gly Val Leu Ala Asn Phe Phe Asn Ser 
440 445 450 

Leu Leu Ser Lys Lys Thr Gly Ser Pro Gly Gly Pro Gly Val Ser 
455 460 465 

Gly Gly Ser Pro Ala Gly Gly Ala Gly Gly Gly Ser Ser Gly Leu 
470 475 480 

Pro Pro Ser Thr Lys Lys Ser Gly Gin Lys Pro Val Leu Asp Val 
485 490 495 

His Ala Glu Leu Asp Arg He Thr Arg Lys Pro Val Thr Val Ser 
500 505 510 

Pro Thr Thr Pro Thr Ser Pro Thr Glu Gly Glu Ala Ser 
515 520 
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<210> 8 

<211> 348 

<212> PRT 

<213> Homo sapiens 

<220> 

<221> misc_feature 

<223> Incyte ID No: 2363178 

<400> 8 

Met Ala Lys Leu Leu Gin Pro Pro 

1 5 
Trp His lie Ala Asn Lys Asn Gin 
20 

Arg Ser Arg Ser Glu Arg Leu Val 
35 

Asp Glu lie Glu Lys Thr Thr Arg 
50 

Lys Lys Leu Glu Gin Arg Leu Glu 
65 

Glu Leu Asp Asp Lys Leu Glu Gin 
80 

Leu Leu He Tyr Lys He Arg Leu 
95 

Lys Glu Pro Leu His He Thr Glu 
110 

Lys Arg He Gly He Asp Leu Val 
125 

Leu He Lys Glu Ala Glu He He 
140 

Thr Arg Thr Leu Glu Glu Ala Ser 
155 

Ser Ala Lys Tyr Asn Leu Glu Lys 
170 

Ala Leu Thr He Asp Asp He Cys 
185 

Pro Asn He Arg Tyr Ser Glu Asn 
200 

Ser Val Ser Leu Glu Asp Trp Leu 
215 

Glu Lys Ala Asp Lys Gin Arg Asn 
230 

Leu Val Asp Arg He Leu Ser Gin 
245 

Gin Cys Asp Val Val Asp Thr Ala 
260 

Thr Lys Asp Ala Arg Asp Lys Leu 
275 

Glu Gly Asn Phe Ser Pro Ser Ser 
290 

Ser Gin Thr Ala Cys Pro Ala Gly 
305 

His His Leu Tyr Arg Arg Ser Ala 
320 

His Pro Thr Ser Gly Trp Gly Arg 



Pro 


Lys 


Phe 


Leu 


Pro 


Ser 


Glu 




T n 
xu 










15 


Tyr 


His 


Arg 




Asp 


Ala 


Gin 














30 


Ala 


\jXU 


Ser 


Gin 


Arci 


Leu 


Val 




A n 
ft u 










45 


Lys 


Ser 


(jxn 


Ser 


Asp 


Val 


Asn 












60 


Glu 


val 


m T-» 






Lys 


Lys 




/ u 










75 


Leu 


Val 


Asn 


VdX 


TViT- 


Asp 


Asp 




Q c 

O 3 










90 


Glu 


Lys 




Leu 


Glu 


Thr 


Leu 




inn 

i U VJ 










105 


Thr 


Cys 


Leu 




1 y J. 


Arcr 


Glu 




X X3 










120 


His 


Asp 


THr* 
illi 


V Ct -L 


Glu 


His 


Glu 














135 


Gxn 




X xc 


Met 


Ala 


Leu 


Leu 




X *± J 










150 


Glu 


Gin 


lie 


Arci 


Met 


Asn 


Arg 




160 










165 


Asp 


Leu 


Lys 


Asp 


Lys 


Phe 


Val 




175 










180 


Phe 


Ser 


Leu 


Asn 


Asn 


Asn 


Ser 




190 










195 


Ala 


Val 


Arg 


He 


Glu 


Pro 


Asn 




205 










210 


Asp 


Phe 


Ser 


Ser 


Thr 


Asn 


Val 


220 










225 


Asn 


Ser 


Leu 


Met 


Leu 


Lys 


Ala 




235 










240 


Thr 


Ala 


Asn 


Asp 


Leu 


Arg 


Lys 




250 










255 


Phe 


Lys 


Asn 


Gly 


Leu 


Lys 


Asp 




265 










270 


Ala 


Asp 


His 


Leu 


Ala 


Lys 


He 




280 










285 


Gly Arg 


Ala 


Glu 


Arg 


Ala 


Ala 




295 










300 


Gly Asp 


Pro Gly Gin Arg 


Glu 




310 










315 


Val 


Tyr 


Ala 


Asp 


Glu 


Glu 


He 




325 










330 


Pro 


Trp 


Gly 


Leu 


Gly 


Trp 


Gly 
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335 340 345 



Pro Pro Pro 



<210> 9 
<211> 731 
<212> PRT 

<213> Homo sapiens 
<220> 

<221> misc_feature 
<223> Incyte ID No: 2363327 

<400> 9 

Met Gin Val Glu Leu Pro Pro Leu Glu He Asn Ser Arg Val Ser 



1 5 



10 



15 



Leu Lys Val Gly Glu Thr He Glu Ser Gly Thr Val He Phe Cys 
20 25 30 

Asp val Leu Pro Gly Lys Glu Ser Leu Gly Tyr Phe Val Gly Val 
35 40 45 

Asp Met Asp Asn Pro He Gly Asn Trp Asp Gly Arg Phe Asp Gly 
50 55 60 

val Gin Leu Cys Ser Phe Ala Cys Val Glu Ser Thr He Leu Leu 
65 70 75 

His He Asn Asp He He Pro Glu Ser Val Thr Gin Glu Arg Arg 
80 85 90 

Pro Pro Lys Leu Ala Phe Met Ser Arg Gly Val Gly Asp Lys Gly 
95 100 105 

ser ser Ser His Asn Lys Pro Lys Ala Thr Gly Ser Thr Ser Asp 
110 115 120 

Pro Gly Asn Arg Asn Arg Ser Glu Leu Phe Tyr Thr Leu Asn Gly 
125 130 135 

Ser Ser Val Asp Ser Gin Pro Gin Ser Lys Ser Lys Asn Thr Trp 
140 145 1^0 

Tyr He Asp Glu Val Ala Glu Asp Pro Ala Lys Ser Leu Thr Glu 
155 160 165 

He Ser Thr Asp Phe Asp Arg Ser Ser Pro Pro Leu Gin Pro Pro 
170 175 180 

Pro Val Asn ser Leu Thr Thr Glu Asn Arg Phe His Ser Leu Pro 
185 190 195 

Phe ser Leu Thr Lys Met Pro Asn Thr Asn Gly Ser He Gly His 
200 2 05 210 

ser Pro Leu Ser Leu Ser Ala Gin Ser Val Met Glu Glu Leu Asn 
215 220 225 

Thr Ala Pro Val Gin Glu Ser Pro Pro Leu Ala Met Pro Pro Gly 
230 235 240 

Asn Ser His Gly Leu Glu Val Gly Ser Leu Ala Glu Val Lys Glu 
245 250 255 

Asn Pro Pro Phe Tyr Gly Val He Arg Trp He Gly Gin Pro Pro 
260 265 270 

Gly Leu Asn Glu Val Leu Ala Gly Leu Glu Leu Glu Asp Glu Cys 
275 280 285 

Ala Gly Cvs Thr Asp Gly Thr Phe Arg Gly Thr Arg Tyr Phe Thr 
290 295 300 

Cys Ala Leu Lys Lys Ala Leu Phe Val Lys Leu Lys Ser Cys Arg 
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305 310 315 

pro Asp Ser Arg Phe Ala Ser Leu Gin Pro Val Ser Asn Gin He 
320 325 330 

Glu Arg cys Asn Ser Leu Ala Phe Gly Gly Tyr Leu Ser Glu Val 
335 340 345 

Val Glu Glu Asn Thr Pro Pro Lys Met Glu Lys Glu Gly Leu Glu 
350 355 360 

He Met He Gly Lys Lys Lys Gly He Gin Gly His Tyr Asn Ser 
365 370 375 

cys Tyr Leu Asp Ser Thr Leu Phe Cys Leu Phe Ala Phe Ser Ser 
380 385 390 

val Leu Asp Thr Val Leu Leu Arg Pro Lys Glu Lys Asn Asp Val 
395 400 405 

Glu Tyr Tyr Ser Glu Thr Gin Glu Leu Leu Arg Thr Glu He Val 
410 415 420 

Asn Pro Leu Arg He Tyr Gly Tyr Val Cys Ala Thr Lys He Met 
425 430 435 

Lvs Leu Arg Lys He Leu Glu Lys Val Glu Ala Ala Ser Gly Phe 
440 445 450 

Thr Ser Glu Glu Lys Asp Pro Glu Glu Phe Leu Asn He Leu Phe 
455 460 465 

His His He Leu Arg Val Glu Pro Leu Leu Lys He Arg Ser Ala 
470 475 480 

Gly Gin Lys Val Gin Asp Cys Tyr Phe Tyr Gin He Phe Met Glu 
485 490 495 

Lys Asn Glu Lys Val Gly Val Pro Thr He Gin Gin Leu Leu Glu 
500 505 510 

Trp Ser Phe He Asn Ser Asn Leu Lys Phe Ala Glu Ala Pro Ser 
515 520 525 

CVS Leu He He Gin Met Pro Arg Phe Gly Lys Asp Phe Lys Leu 
530 535 540 

Phe Lys Lys He Phe Pro Ser Leu Glu Leu Asn He Thr Asp Leu 
545 550 555 

Leu Glu Asp Thr Pro Arg Gin Cys Arg He Cys Gly Gly Leu Ala 
560 565 570 

Met Tyr Glu Cys Arg Glu Cys Tyr Asp Asp Pro Asp He Ser Ala 
575 580 585 

Gly Lys He Lys Gin Phe Cys Lys Thr Cys Asn Thr Gin Val His 

590 595 
Leu His Pro Lys Arg Leu Asn His Lys Tyr Asn Pro Val Ser Leu 
605 610 615 

Pro Lys Asp Leu Pro Asp Trp Asp Trp Arg His Gly Cys He Pro 
620 625 630 

Cys Gin Asn Met Glu Leu Phe Ala Val Leu Cys He Glu Thr Ser 
635 640 645 

His Tyr Val Ala Phe Val Lys Tyr Gly Lys Asp Asp Ser Ala Trp 
650 655 660 

Leu Phe Phe Asp Ser Met Ala Asp Arg Asp Gly Gly Gin Asn Gly 
665 670 675 

Phe Asn He Pro Gin Val Thr Pro Cys Pro Glu Val Gly Glu Tyr 
680 685 690 

Leu Lys Met Ser Leu Glu Asp Leu His Ser Leu Asp Ser Arg Arg 
695 700 705 

He Gin Gly Cys Ala Arg Arg Leu Leu Cys Asp Ala Tyr Met Cys 
710 715 720 
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Met Tyr Gin Ser Pro Thr Met Ser 
725 



<210> 10 
<211> 147 
<212> PRT 

<213> Homo sapiens 
<220> 

<221> misc_f eature 

<223> Incyte ID No: 2508327 

<400> 10 

Met Pro Pro Pro Gin Lys He Pro 

1 5 
Arg Lys Ser Leu Ala He Arg Gin 
20 

Ala Lys Phe Pro Asn Lys He Pro 
35 

Arg Glu Thr Phe Leu Pro Pro Leu 
50 

Pro Gin Glu Leu Thr Met Thr Gin 
65 

Arg Met Val Leu Arg Ala Thr Glu 
80 

Asn Lys Ser Leu Val Ser Met Ser 
95 

Arg Asp Tyr Lys Asp Glu Asp Gly 
110 

Ser Gin Glu Thr Phe Gly Cys Leu 
125 

Gly Ser Ser Leu Glu Asp Arg Pro 
140 



<210> 11 
<211> 57 
<212> PRT 
<213> Homo sapiens 

<220> 

<221> misc_feature 
<223> Incyte ID No: 2524555 

<400> 11 
Met Pro Asn Cys Arg Glu Ser Ser 

1 5 
Asp Lys Pro Asp Met Ala Glu He 
20 

Leu Lys Lys Thr Glu Thr Gin Glu 
35 

Glu Thr He Glu Gin Glu Lys Gin 
50 



Leu Tyr Lys 
730 



Ser 


Val 


Arg 


Pro 


Phe 


Lys 


Gin 




10 










15 


Glu 


Glu 


Val 


Ala 


Gly 


He 


Arg 




25 










30 


Val 


Val 


Val 


Glu 


Arg 


Tyr 


Pro 




40 










45 


Asp 


Lys 


Thr 


Lys 


Phe 


Leu 


Val 


55 










60 


Phe 


Leu 


Ser 


He 


He 


Arg 


Ser 




70 










75 


Ala 


Phe 


Tyr 


Leu 


Leu 


Val 


Asn 




85 










90 


Ala 


Thr 


Met 


Ala 


Glu 


He 


Tyr 




100 










105 


Phe 


Val 


Tyr 


Met 


Thr 


Tyr 


Ala 




115 










120 


Glu 


Ser 


Ala 


Ala 


Pro 


Arg 


Asp 




130 










135 


Cys 


Asn 


Pro 


Leu 










145 













Phe 


Ser 
10 


Ser* 


Ala 


Thr 


Met 


Ser 
15 


Glu 


Lys 
25 


Phe 


Asp 


Lys 


Ser 


Lys 
30 


Lys 


Asn 


Pro 


Leu 


Pro 


Ser 


Lys 


40 










45 


Ala 


Gly 
55 


Glu 


Ser 
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<210> 12 
<211> 452 
<212> PRT 

<213> Homo sapiens 
<220> 

.<221> misc_feature 
<223> Incyte ID No: 2900717 

Mlt°Gl"val Thr Thr Arg Leu Thr Trp Asn Asp Glu Asn His Leu 

1 5 10 

Arg Lys Leu Leu Gly Asn Val Ser Leu Ser Leu Leu Tyr Lys Ser 
20 25 30 

Ser val His Gly Gly Ser He Glu Asp Met Val Glu Arg Cys Ser 
35 40 45 

Arg Gin Gly Cys Thr He Thr Met Ala Tyr He Asp Tyr Asn Met 
50 55 60 

He val Ala Phe Met Leu Gly Asn Tyr He Asn Leu Arg Glu Ser 
65 70 75 

Ser Thr Glu Pro Asn Asp Ser Leu Trp Phe Ser Leu Gin Lys Lys 
80 85 90 

Asn ASP Thr Thr Glu He Glu Thr Leu Leu Leu Asn Thr Ala Pro 
95 100 105 



Lys He He Asp Glu Gin Leu Val Cys Arg Leu Ser Lys Thr Asp 

Met 

125 130 135 



110 115 
He Phe He He Cys Arg Asp Asn Lys He Tyr Leu Asp Lys Met 



He Thr Arg Asn Leu Lys Leu Arg Phe Tyr Gly His Arg Gin Tyr 
140 145 150 

Leu Glu Cys Glu Val Phe Arg Val Glu Gly He Lys Asp Asn Leu 
155 160 165 

Asp Asp He Lys Arg He He Lys Ala Arg Glu His Arg Asn Arg 
170 175 180 

Leu Leu Ala Asp He Arg Asp Tyr Arg Pro Tyr Ala Asp Leu Val 
185 190 195 

ser Glu He Arg He Leu Leu Val Gly Pro Val Gly Ser Gly Lys 
200 205 210 

ser ser Phe Phe Asn Ser Val Lys Ser He Phe His Gly His Val 
215 220 225 

Thr Gly Gin Ala Val Val Gly Ser Asp Thr Thr Ser He Thr Glu 
230 235 240 

Arg Tyr Arg He Tyr Ser Val Lys Asp Gly Lys Asn Gly Lys Ser 
245 250 255 

Leu pro Phe Met Leu Cys Asp Thr Met Gly Leu Asp Gly Ala Glu 
2G0 265 270 

Gly Ala Gly Leu Cys Met Asp Asp He Pro His He Leu Lys Gly 
275 280 285 

cys Met Pro Asp Arg Tyr Gin Phe Asn Ser Arg Lys Pro He Thr 
290 295 300 

Pro Glu His Ser Thr Phe He Thr Ser Pro Ser Leu Lys Asp Arg 
305 310 315 

He His cys Val Ala Tyr Val Leu Asp He Asn Ser He Asp Asn 
320 325 330 

Leu Tyr Ser Lys Met Leu Ala Lys Val Lys Gin Val His Lys Glu 
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335 340 345 

Val Leu Asn Cys Gly lie Ala Tyr Val Ala Leu Leu Thr Lys Val 

350 355 360 

Asp Asp Cys Ser Glu Val Leu Gin Asp Asn Phe Leu Asn Met Ser 

365 370 375 

Arg Ser Met Thr Ser Gin Ser Arg Val Met Asn Val His Lys Met 

380 385 390 

Leu Gly lie Pro lie Ser Asn He Leu Met Val Gly Asn Tyr Ala 

395 400 405 

Ser Asp Leu Glu Leu Asp Pro Met Lys Asp He Leu He Leu Ser 

410 415 420 

Ala Leu Arg Gin Met Leu Arg Ala Ala Asp Asp Phe Leu Glu Asp 

425 430 435 

Leu Pro Leu Glu Glu Thr Gly Ala He Glu Arg Ala Leu Gin Pro 

440 445 450 

Cys He 



<210> 13 


























<211> 281 


























<212> PRT 


























<213> Homo sapiens 






















<220> 


























<221> misc feature 






















<223> Incyte 


ID 


No: 


3088904 


















<400> 13 
























Ala 


Met Asp Ala 


He 


Lys 


Lys 


Lys 


Met 


Gin 


Met 


Leu 


Lys 


O X Li. 


Asn 


1 




5 










10 










15 


He Asp Arg 


Ala 


Glu 


Gin 


Ala 


Glu 


Ala 


Asp 


Lys 


Lys 


Gin 


Ala 


Glu 




20 










25 










30 


Asp Arg Cys 


Lys 


Gin 


Leu 


Glu 


Glu 


Glu 


Gin 


Gin 


Ala 


Leu 


Gin 


Lys 




35 










40 










45 


Lys Leu Lys 


Gly 


Thr 


Glu 


Asp 


Glu 


Val 


Glu 


Lys 


Tyr 


Ser 


Glu 


Ser 




50 










55 










60 


Val Lys Glu 


Ala 


Gin 


Glu 


Lys 


Leu 


Glu 


Gin 


Ala 


Glu 


Lys 


Lys 


Ala 




65 










70 










75 


Thr Asp Ala 


Glu 


Ala 


Asp 


Val 


Ala 


Ser 


Leu 


Asn 


Arg 


Arg 


He 


Gin 




80 










85 










90 


Leu Val Glu 


Glu 


Glu 


Leu 


Asp 


Arg 


Ala 


Gin 


Glu 


Arg 


Leu 


Ala 


Thr 






95 










100 










105 


Ala Leu Gin 


Lys 


Leu 


Glu 


Glu 


Ala 


Glu 


Lys 


Ala 


Ala 


Asp 


Glu 


Ser 




110 










115 










120 


Glu Arg Gly 


Met 


Lys 


Val 


He 


Glu 


Asn 


Arg 


Ala 


Met 


Lys 


Asp 


Glu 




125 










130 










135 


Glu Lys Met 


Glu 


Leu 


Gin 


Glu 


Met 


Gin 


Leu 


Lys 


Glu 


Ala 


Lys 


His 




140 










145 










150 


He Ala Glu 


Asp 


Ser 


Asp 


Arg 


Lys 


Tyr 


Glu 


Glu 


Val 


Ala 


Arg 


Lys 






155 










160 










165 


Leu Val He 


Leu 


Glu Gly 


Glu 


Leu 


Glu 


Arg 


Ser 


Glu 


Glu 


Arg 


Ala 






170 










175 










180 


Glu Val Ala 


Glu 


Ser 


Arg 


Ala 


Arg 


Gin 


Leu 


Glu 


Glu 


Glu 


Leu 


Arg 






185 










190 










195 


Thr Met Asp 


Gin 


Ala 


Leu 


Lys 


Ser 


Leu 


Met 


Ala 


Ser 


Glu 


Glu 


Glu 
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200 










205 










210 


Tyr Ser Thr Lys 


Glu 


Asp 


Lys 


Tyr 


Glu 


Glu 


Glu 


He 


Lys 


Leu 


Leu 




215 










220 










225 


Glu Glu Lys Leu 


Lys 


Glu 


Ala 


Glu 


Thr 


Arg 


Ala 


Glu 


Phe 


Ala 


Glu 


230 










235 










240 


Arg Ser Val Ala 


Lys 


Leu 


Glu 


Lys 


Thr 


He 


Asp 


Asp 


Leu 


Glu 


Glu 


245 










250 










255 


Thr Leu Ala Ser 


Ala 


Lys 


Glu 


Glu 


Asn 


Val 


Glu 


He 


His 


Gin 


Thr 




260 








265 










270 


Leu Asp Gin Thr 


Leu 


Leu 


Glu 


Leu 


Asn 


Asn 


Leu 












275 










280 












<210> 14 
























<211> 92 
























<212> PRT 
























<213> Homo sapiens 






















<220> 
























<221> misc_f eature 






















<223> Incyte ID 


No: 


3745193 


















<400> 14 
























Met Asp Glu Gin 


He 


Arg 


Leu 


Met 


Asp 


Gin 


Asn 


Leu 


Lys 


Cys 


Leu 


1 


5 










10 










15 


Ser Ala Ala Glu 


Glu 


Lys 


Tyr 


Ser 


Gin 


Lys 


Glu 


Asp 


Lys 


Cys 


Glu 




20 










25 










30 


Glu Glu Met Lys 


He 


Leu 


Thr 


Asp 


Asn 


Leu 


Lys 


Glu 


Ala 


Glu 


Thr 


35 










40 










45 


His Ala Glu Leu 


Ala 


Glu 


Arg 


Ser 


Val 


Ala 


Lys 


Leu 


Glu 


Lys 


Thr 




50 










55 










60 


lie Asp Asp Leu 


Glu 


Asp 


Lys 


Leu 


Lys 


Cys 


Thr 


Lys 


Glu 


Glu 


His 


65 










70 










75 


Leu Cys Thr Gin 


Arg 


Met 


Leu 


Asp 


Gin 


Thr 


Leu 


Leu 


Asp 


Leu 


Asn 




80 










Q ^ 
O O 










90 


Glu Met 
























<210> 15 
























<211> 448 
























<212> PRT 
























<213> Homo sapiens 






















<220> 
























<221> misc feature 






















<223> Incyte ID 


NO: 


3822123 


















<400> 15 
























Met Arg Glu Cys 


He 


Ser 


Val 


His 


Val 


Gly 


Gin 


Ala 


Gly 


Val 


Gin 


1 


5 










10 










15 


lie Gly Asn Ala 


Cys 


Trp 


Glu 


Leu 


Phe 


Cys 


Leu 


Glu 


His 


Gly 


He 


20 










25 










30 


Gin Ala Asp Gly 


Thr 


Phe 


Asp 


Ala 


Gin 


Ala 


Ser 


Lys 


He 


Asn 


Asp 




35 










40 










45 


Asp Asp Ser Phe 


Thr 


Thr 


Phe 


Phe 


Ser 


Glu 


Thr 


Gly 


Asn 


Gly 


Lys 
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50 








55 










60 


His 


Val 


Pro 


Arg 


Ala Val 


Met 


He 


Asp 


Leu 


Glu 


Pro 


Thr 


Val 


Val 








65 








70 










75 


Asp 


Glu 


Val 


Arg 


Ala Gly 
80 


Thr 


Tyr 


Arg 


Gin 
85 


Leu 


Phe 


His 


Pro 


Glu 
90 


Gin 


Leu 


He 


Thr 


Gly Lys 


Glu 


Asp 


Ala 


Ala 


Asn 


Asn 


Tyr 


Ala 


Arg 








95 








100 










105 


Gly 


His 


Tyr 


Thr 


Val Gly 
110 


Lys 


Glu 


Ser 


He 
115 


Asp 


Leu 


Val 


Leu 


Asp 
120 


Arg 


He 


Arg 


Lys 


Leu Thr 
125 


Asp 


Ala 


Cys 


Ser 
130 


Gly 


Leu 


Gin 


Gly 


Phe 
135 


Leu 


He 


Phe 


His 


Ser Phe Gly Gly Gly 


Thr 


Gly 


Ser 


Gly 


Phe 


Thr 








140 








145 










150 


Ser 


Leu 


Leu 


Met 


Glu Arg 


Leu 


Ser 


Leu 


Asp 


Tyr 


Gly 


Lys 


Lys 


Ser 








155 








160 










165 


Lys 


Leu 


Glu 


Phe 


Ser He 

170 


Tyr 


Pro 


Ala 


Pro 
175 


Gin 


Val 


Ser 


Thr 


Ala 
180 


Val 


Val 


Glu 


Pro 


Tyr Asn 


Ser 


Tvr 


Leu 


Thr 


Thr 


His 


Thr 


Thr 


Leu 








185 








190 








He 


195 


Glu 


His 


Ser 


Asp 


Cys Ala 


Phe 


Met 


Val 


Asp 


Asn 


Glu 


Ala 


Tyr 






200 








205 










210 


Asp 


He 


Cys 


Arg 


Arg Asn 
215 


Leu 


Asp 


He 


Glu 
220 


Arg 


Pro 


Thr 


Tyr 


Thr 
225 


Asn 


Leu 


Asn 


Arg 


Leu He 


Ser 


Gin 


He 


Val 


Ser 


Ser 


He 


Thr 


Ala 






230 








235 










240 


Ser 


Leu 


Arg 


Phe Asp Gly Ala 


Leu 


Asn 


Val 


Asp 


Leu 


Thr 


Glu 


Phe 








245 








250 










255 


Gin 


Thr 


Asn 


Leu 


Val Pro 
260 


Tyr 


Pro 


Arg 


He 
265 


His 


Phe 


Pro 


Leu 


Ala 
270 


Thr 


Tvr 


Ala 


Pro 


Val He 


Ser 


Ala 


Glu 


Lys 


Ala 


Tyr 


His 


Glu 


Gin 








275 








280 










285 


Leu 


Ser 


Val 


Ala 


Glu He 


Thr 


Asn 


Ala 


Cys 


Phe 


Glu 


Pro 


Ala 


Asn 








290 








295 








Ala 


300 


Gin 


Met 


Val 


Lys 


Cys Asp 
305 


Pro 


Arg 


His 


Gly 
310 


Lys 


Tyr 


Met 


Cys 
315 


Cys 


Leu 


Leu 


Tyr 


Arg Gly Asp 
320 


Val 


Val 


Pro 
325 


Lys 


Asp 


Val 


Asn 


Ala 
330 


Ala 


He 


Ala 


Ala 


He Lys 


Thr 


Lys 


Arg 


Ser 


He 


Gin 


Phe 


Val 


Asp 








335 








340 










345 


Trp 


Cys 


Pro 


Thr 


Gly Phe 
350 


Lys 


Val 


Gly 


He 
355 


Asn 


Tyr 


Gin 


Pro 


Pro 
360 


Thr 


Val 


Val 


Pro Gly Gly Asp 


Leu 


Ala 


Lys 


Val 


Gin 


Arg 


Ala 


Val 








365 








370 










375 


Cys 


Met 


Leu 


Ser 


Asn Thr 
380 


Thr 


Ala 


He 


Ala 
385 


Glu 


Ala 


Trp 


Ala 


Arg 
390 


Leu 


Asp 


His 


Lys 


Phe Asp 


Leu 


Met 


Tyr 


Ala 


Lys 


Arg 


Ala 


Phe 


Val 






395 








400 










405 


His 


Trp 


Tyr 


Val 


Gly Glu 
410 


Gly 


Met 


Glu 


Glu Gly 
415 


Glu 


Phe 


Ser 


Glu 
420 


Ala 


Arg 


Glu 


Asp 


Met Ala 


Ala 


Leu 


Glu 


Lys 


Asp 


Tyr 


Glu 


Glu 


Val 






425 








430 










435 


Gly 


He 


Asp 


Ser 


Tyr Glu 


Asp 


Glu 


Asp 


Glu 


Gly 


Glu 


Glu 












440 








445 
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<210> 16 
<211> 269 
<212> PRT 

<213> Homo sapiens 



<220> 

.<221> misc_feature 
<223> Incyte ID No: 4217506 



<400> 16 



Met 


Ser 


Asp 


Glu 


Glu 


Val 


Glu 


Gin 


Val 


Glu 


Glu 


Gin 


Tyr 


Glu 


Glu 


1 






5 










10 










15 


Glu 


Glu 


Glu 


Ala 


His 


Glu 


Glu 


Ala 


Ala 


Glu 


Val 


His 


Glu 


Glu 


Val 










20 










25 










30 


His 


Glu 


Pro 


Glu 


Glu 


Val 


Gin 


Glu 


Asp 


Thr 


Ala 


Glu 


Glu 


Asp 


Ala 










35 










40 










45 


Glu 


Glu 


Glu 


Lys 


Pro 


Arg 


Pro 


Lys 


Leu 


Thr 


Ala 


Pro 


Lys 


He 


Pro 










50 










55 










60 


Glu 


Gly 


Glu 


Lys 


Val 


Asp 


Phe 


Asp 


Asp 


He 


Gin 


Lys 


Lys 


Arg 


Gin 










65 










70 










75 


Asn 


Lys 


Asp 


Leu 


Met 


Glu 


Leu 


Gin 


Ala 


Leu 


He 


Asp 


Ser 


His 


Phe 






80 










85 










90 


Glu 


Ala 


Arg 


Lys 


Lys 


Glu 


Glu 


Glu 


Glu 


Leu 


Val 


Ala 


Leu 


Lys 


Glu 










95 










100 










105 


Arg 


He 


Glu 


Lys 


Arg 


Arg 


Ala 


Glu 


Arg 


Ala 


Glu 


Gin 


Gin 


Arg 


He 










110 










115 










120 


Arg 


Ala 


Glu 


Lys 


Glu 


Arg 


Glu 


Arg 


Gin 


Asn 


Arg 


Leu 


Ala 


Glu 


Glu 








125 










130 










135 


Lys 


Ala 


Arg 


Arg 


Glu 


Glu 


Glu 


Asp 


Ala 


Lys 


Arg 


Arg 


Ala 


Glu 


Asp 








140 










145 










150 


Asp 


Leu 


Lys 


Lys 


Lys 


Lys 


Ala 


Leu 


Ser 


Ser 


Met 


Gly 


Ala 


Asn 


Tyr 










155 










160 










165 


Ser 


Ser 


Tyr 


Leu 


Ala 


Lys 


Ala 


Asp 


Gin 


Lys 


Arg 


Gly 


Lys 


Lys 


Gin 








170 










175 










180 


Thr 


Ala 


Arg 


Glu 


Met 


Lys 


Lys 


Lys 


He 


Leu 


Ala 


Glu 


Arg 


Arg 


Lys 










185 










190 










195 


Pro 


Leu 


Asn 


He 


Asp 


His 


Leu 


Gly 


Glu 


Asp 


Lys 


Leu 


Arg 


Asp 


Lys 










200 










205 










210 


Ala 


Lys 


Glu 


Leu 


Trp 


Glu 


Thr 


Leu 


His 


Gin 


Leu 


Glu 


He 


Asp 


Lys 










215 










220 










225 


Phe 


Glu 


Phe 


Gly 


Glu 


Lys 


Leu 


Lys 


Arg 


Gin 


Lys 


Tyr 


Asp 


He 


Thr 










230 










235 










240 


Thr 


Leu 


Arg 


Ser 


Arg 


He 


Asp 


Gin 


Ala 


Gin 


Lys 


His 


Ser 


Lys 


Lys 








245 










250 










255 


Ala 


Gly 


Thr 


Pro 


Ala 


Lys 


Gly 


Lys 


Val 


Gly Gly Arg 


Trp 


Lys 












260 










265 













<210> 17 
<211> 3620 
<212> DNA 

<213> Homo sapiens 
<220> 

<221> misc feature 
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c223> Incyne ID No: 1285395 
<400> 17 

tgccggcggc tgggactgaa gagggacggg tcccgcggcg agcgagcccc tgagcataag 60 
ctgtggccac gactactgaa gtaggctctg tgtctgaagt gaagaaggac tctagccagt 120 
caggaacaga cgcaaccaag gaaaaaccca aagaagtagc agaaaatcag cagaatcagt 180 
cttccgatcc agaggaggaa aaaggtcccc agccacctcc tgcagctgaa agccaaagta 240 
gtctacgcca ccagaagaga gagaaggaaa catcggagag caggggtatt tctcggttca 300 
taccgccati gcctaagaag caaaagtcat ataccttagt agtggccaaa gatggaggag 360 
ataaaaaaaa gcctacccaa gctgttgttg aagaacaggt cttagataaa gaggaacccc 420 
ttccagaaga acagagacag gctaagggtg atgctgaaga aatggctcag aagaaacaag 480 
agattaaagt cgaagtcaag gaagaaaaac cctcagtgag caaggaagaa aaaccctcag 540 
tgagcaaagc ggagatgcag cctactgaat tagtaagtaa ggagagagaa gagaaggtaa 600 
aagaaacaca ggaagacaaa ttagaaggag gagcagcaaa aagggagacc aaggaagtgc 660 
agaccaatga gctgaaagca gagaaggcat ctcaaaaagn caccaagaag accaaaaccg 720 
cccagtgtaa agtgaccctc ttagatggca ccgaatacag ctgtgacctg gagaaacatg 780 
ccaagggaca agtgttactt gacaaagtgt gtgaacacct caatctcttg gagaaagact 840 
actttggact cttgtttcag gaaagccctg agcagaaaaa ctggttagat cctgctaaag 900 
aaataaagag acaactgaga aaccttccat ggctatccac tcttaatgtg aagttttatc 960 
ctcctgatcc ttctcaactg actgaagata tcaccagata cttcttgtgc cttcagctcc 1020 
ggcaggacac tgcctccggc cgcctgccct gctcttttgc gactcatgct ctcctgggat 1080 
cctacacccc gcaggctgaa cttggtgact atgacccaga agaacatggc agcatcgacc 1140 
tcagtgaatt ccagtttgcc cctactcaga ctaaggagct ggaagagaag gtggcagagc 1200 
tgcacaaaac ccacaggggc ttatcgccag cacaagctga ttcccagttc ttagaaaatg 1260 
caaagaggcc tcccatgtat ggtgttgacc tacatcatgc caaggactca gaaggtgtgg 1320 
acatcaagcc gggcgtgtgt gctaatggac ttctcattta caaagacaga ctgcgaatca 1380 
atcgttttgc ttggccgaaa atcttaaaaa tttcctataa acgcagtaac ttctacatta 144 0 
aagtcagacc ggcagagctg gaacagtttg agagtaccat tggattcaaa ctgccaaacc 1500 
accgggcagc gaaaagacta tggaaagtgt gcgtggagca tcatactttc tacaggcttg 1560 
tttctccaga gcagccacca aaagccaagt tcctgacctt ggggtccaaa tttcgctata 162 0 
gtggccgcac ccaagcacag acccgccagg ccagcaccct catagatagg ccagcaccac 1680 
actttgagcg cacttctagt aaacgggtct ccaggagtcc agatggagct ccgattggtg 174 0 
tcatggacca aagtcttatg aaggattttc ctggcgctgc tggggagatt tcagcctatg 1800 
gacctggacc tgtcagcatt gccgtggtac aagatgggga cggcaggagg gaagtgagaa 186 0 
gcccaactaa agccccacat ttgcagctca ttgaaggaaa gaaaaattcc ttgagagcag 1920 
aaggggacaa tatttatgtc agacatagca atttaatgtt ggaggaactg gataaggccc 1980 
aggaggacac actgaaacat caggctagca ttagtgaact caagcgcaat tttatggaat 204 0 
ccacacctga gccgcgccct aatgaatggg aaaaacgacg tatcacacct ctgtccctac 2100 
agacacaagg gagttcacat gagactctga atatagtgga ggagaagaag cgggcagagg 2160 
ttgggaaaga cgaaagagta atcacagaag aaatgaatgg taaagagata tcacctggga 2220 
gtggtcctgg ggagattcgt aaggtggagc ctgtgacaca aaaagactcc acctccccgt 2280 
cttctgagag cagcagcagc agcagtgaga gtgaggagga agacgtggga gagtaccgtc 2340 
cccaccaccg agcgaccgag ggcaccatca gggaggaaca ggagtatgaa gaagaggtgg 2400 
aggaagaacc ccgcccggca gccaaggtag tagagaggga ggaagcagtg cccgaagcca 246 0 
gcccagtcac acaagcaggt gccagtgcaa tcacagtaga aacagtgatc caggaaaatg 2520 
taggtgccca aaagataccc ggagagaaga gtgtacacga aggcgctctt aagcaagaca 2580 
tgggagaaga agcagaggaa gagccacaga aagttaacgg agaggtgtcc catgttgaca 264 0 
ttgatgtttt gccacaaatt atttgttgtt cagagccacc agtggtaaaa acagagatgg 2700 
taacaatctc cgacgcctca caaaggacag aaatctccac caaggaagtc cccattgtcc 276 0 
aaactgagac caaaaccatc acatatgagt ctccacagat tgaCggcggg gctggtggcg 2820 
attcgggcac gctactgacc gcacaaacca tcacatctga gtccgtgtca acaacgacaa 2880 
ccacacacat caccaagact gtaaaaggtg gaatctctga aacaagaatt gagaaacgca 2940 
ttgtgatcac aggagatgga gatattgatc atgaccaggc actggcccag gcgatcaggg 3000 
aagccagaga gcagcaccct gacatgtcgg tcacaagagt ggtggtacac aaagaaacag 306 0 
agttggctga ggaaggggaa gattaagcaa gaaagtcact ttttaaacaa cactcaactt 3120 
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tgtgaacccc cgaagatttt ttgaccgttc 
gaatttatgc cacaactggc aacaatgacc 
aaacctttcc ttaccagctc tggtctatac 
tttataacca cttctaaata ttctcagttc 
ttggttttgt tttctgttta ccttgtgtgc 
caaatgacag cgaacaaagc cagcccaagc 
tgttgcgcag aaaggaaact ctgcgactaa 
cttttcattg aattctcaca gtaaatactt 
gtatgagaaa atattaatac 



caagccttaa tgccacacca ctattccagc 3180 
agaagcccga agaattaaaa tgccaacacc 3240 
tgctcccatg catttaacat attattttgt 3300 
tctctttttg ttgttgttaa ttaaggggtt 3360 
aactacctgc ttttaatgac tcactttgat 3420 
tggtaaggtg ctgttcactc gaacaggtgc 3480 
tttagatagt ggctttcctt cttctggatt 3540 
acggagtttt caaattgcag caaatatact 3600 



<210> 18 
<211> 4687 
<212> DNA 

<213> Homo sapiens 
<220> 

<22l> inisc_f eature 

<223> Incyte ID No: 1320252 



cactccagct tgggtgacag agcgagaccg ggagagggag ccgccgcagc cgccggcgct 60 
gtggagatat tctctaagcc gctttcatca tgggagaaat agagcagagg ccgaccccag 120 
gatcacgact gggggccccg gaaaattcgg ggatcagtac cttggaacgt ggacagaagc 180 
cgcccccaac accttcagga aaactcgtgt ccatcaaaat ccagatgctg gatgacaccc 240 
aggaggcatt tgaagttcca caaagagctc ctgggaaggt gctgctggat gcagtttgca 300 
accacctcaa cctcgtggaa ggtgactatt ttggcctcga gtttcctgat cacaaaaaga 360 
tcacggtgtg gctggatctc ctaaaaccca ttgtgaaaca gattagaagg ccaaagcacg 420 
ttgttgttaa gtttgtggtg aaattctttc cgcctgacca cacacaactc caagaagaac 480 
tcacaaggta cctgttcgcg ctgcaggtga agcaggactt ggctcaaggc aggttgacgt 540 
gtaatgacac cagcgcagct ctcttgattt cacacattgt gcaatctgag attggggatt 600 
ttgatgaagc cttggacaga gagcacttag caaaaaataa atacatacct cagcaagacg 660 
cactagagga caaaatcgtg gaatttcacc ataaccacat tggacaaaca ccagcagaat 720 
cagatttcca gctcctagag attgcccgtc ggctagagat gtatggaatc cggttgcacc 780 
cggccaagga cagggaaggc acgaagatca atctggccgt tgccaacacg ggaattctag 840 
tgtttcaggg tttcactaag atcaatgcct tcaactgggc caaggtgcgg aagctgagct 900 
tcaagaggaa gcgctttttc atcaagctcc ggccagatgc caatagtgcg taccaggata 960 
ccttggaatt cctgatggcc agtcgggatt tctgcaagtc cttctggaaa atctgtgttg 1020 
aacatcatgc cttctttaga ctttttgaag agcccaaacc aaagcccaag cccgtcctct 1080 
ttagccgggg gtcatcattt cggttcagtg gtcggactca gaagcaggtt ctcgactatg 1140 
ttaaagaagg aggacataag aaggtgcagt ttgaaaggaa gcacagcaag attcattcta 1200 
tccggagcct tgcttcacag cctacagaac tgaattcgga agtgctggag cagtctcagc 1260 
agagcaccag ccttacattt ggagaaggtg ccgaatctcc agggggccag agctgccggc 1320 
gaggaaagga accgaaggtt tccgccgggg agccggggtc gcacccgagc cctgcgccga 1380 
ggagaagccc cgcgggtaac aagcaggcgg acggagccgc ctcggcgccc acggaggaag 1440 
aggaggaggt cgttaaggat aggacccagc agagtaaacc tcagcccccg cagccaagca 1500 
caggctccct gactggcagt cctcaccttt ccgagctgtc tgtgaactcg caggggggag 1560 
tggcccctgc caacgtgacc ttgtctccca acctgagccc cgacaccaag caggcctctc 1620 
ccttgatcag cccgctgctg aatgaccagg cctgcccccg gacggacgat gaggatgagg 1680 
gccggaggaa gagattccca actgataaag cgtacttcat agctaaggaa gtgtctacca 1740 
ccgagcgaac atatctgaag gatctcgaag ttatcacttc gtggtttcag agcacagtga 1800 
gcaaagagga cgccatgccg gaagcactga aaagtctcat attcccgaat tttgaacctt 1850 
tgcacaaatt tcatactaat tttctcaagg aaattgagca acgacttgcc ctgtgggaag 1920 
gccgctcaaa tgcccaaatc agagattacc aaagaatcgg cgatgtcatg ctgaagaaca 1980 
ttcagggcat gaagcacctg gcggctcacc tgtggaagca cagcgaggcc ttggaggccc 2040 
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2760 
2820 
2880 
2940 
3000 



tggagaatgg aancaagagc tcccggcggc tggagaactt ctgcagagac "tgagcrgc 2100 
aSalgcgtl ttacctaccg ctcaacacct tcctcctgcg gccactgcac -9Sr=tcatgc 2160 
actacLgca ggccctggag cggctgtgca aacaccaccc gccgagccac SC^^^JJ"" 2280 
gggactgccg agccgctttg gcagagatca cggagatggt ggcacagccc cacggtacga 2280 
tStcaaga? ggagaatttc cagaagctgc acgaactcaa gaaagattcg attggcattg 2340 
acaatcttgt ggttccggga agggagttca tccgtctggg cagcctcagc aagctctcgg 2400 
ggaaggggct ccagcagcgc atgttcttcc tgttcaacga cgtcctgcta tacacgagcc 2460 
SgglcSac ggcctccaat cagtttaaag tccacgggca gcccccgccc tatggcatga 2520 
cgattgagga gagcgaagac gagtgggggg tgccccactg cctgaccctc cggggccagc 2580 
glcagtcSt catcgtggcc gccagttctc ggtccgagat ggagaagtgg gttgaggaca 2640 
Scalatggc catt^acctg gcggagaaga gcagcagccc cgcccctgag ttcctggcca 2700 
gcagcccccc tgacaacaag tcccctgatg aagccaccgc ggctgaccag gagtcagagg 
atgacctgag cgcctcgcgc acatcgctgg agcgccaggc cccgcaccgc ggcaacacaa 
tggtgcacgt gtgctggcac cgcaacacca gcgtctccat ggtggacttc agcatcgcag 
tggagaatca gttgtctgga aacctgctga ggaaattcaa aaacagcaac gggtggcaga 
agctgtgggt ggtgttcaca aacttctgcc tgttcttcta caaatcacac caggacaatc 
atccLtSc cagcctgcct ctgctcggct actcgctcac catcccctct gagtccgaga 3060 
acatccagaa agactacgtg ttcaagctgc acttcaagtc ccacgtctac ^acttcaggg 3120 
cggaaagcga gtacacgttc gaaaggtgga tggaagtgat ccgcagtgcc accagctctg 3180 
cctcgcgacc ccacgtgttg agtcacaaag agtctcttgt gtattgatgg ^-9^^=^^^^ ^240 
tcgtttccgc agtggctgct ttcctggaag acgtttcctt tc.tctgtat ^aatgaagcc 3300 
tggtaaaatt aacacctgtc tgaaaatcaa aaacatggct tcccagcagc t^^tcctgtct 3360 
ccacagccgc gttttttaac cccgacctct cagcgtctga atgaacagcg ctcccacctc 3420 
cagtcctggc atccgctggg ggcgctgttc tttagctagt gccagtatta -acattgtc 3480 
atLcgagag tgccaaatga catcttccct ccaccctgcc cctgaaaaac -Jtacacaca 3540 
catccgttca acacaagaca gggcaagtgt ttttcttcct aaaaaaagtt =tttctttta 3600 
ttattttcac ctattggctg ctgcatttta cgaagtggac Ctcccggtgt ttgtttgttt 
gtttgcaata cactcagtgc agccttaagc aaatgagatc attttcagat ttcatttttt 
ttttcagtct ttctactttt gtaataatag gaagttagta ggactcactt ctctgattaa 
taagcaattt gcagcacaca gcgttccact gcggggtttc acgctcacct gaaaacacct 
gttcccaacc tacttcttgg tgcaagttga ccaaatcgtt ctaagtggta ^^tctttcca 
accgtagcag ggttgttttc tgttaagcaa agccgagatc cagtgcaata cctggactgt 3960 
caccgtccti Sagtggtgt acacaatggg aagataataa gccgtggtgt "tgctgtct 4020 
gtctltgtcl caalcatgaa aacccgtgtg tcattgatca gcaccatttg tggtatgttc 4080 
cctgatlagc gtttagtgag cctgctggct gcagagcact atgaaatcat ggtacgtagt 4140 
ccccggcacc tgtcgttatt cctatatcct cctgcaactg tggtttgaaa ^^gcgcactc 4200 
tctagtagta tatatcgtgc ctgtcttcaa aaacatttcc ctttttatac tcattccccc 4260 
caggcatggg gtagtgtcag tcggactgca cagggaacac ggtttccagt g^^^^^gcc 4320 
cctactcggg aaacgtctgc ctgttctcga tggtgatggg gtggctgcca ttccctcggt 4380 
tttcctaagc cctttctaac gagagtctca aacaagcgga ggcgagggcc aattcaaccc 
cattctttcc agcgccccgc accatagcac ctgcccacct gagaaccagg aacgcaccct 
ctctgtggag ctctgactgg tgtacctgga aacaaacagc aacttgcaaa cggacgaaga 
gcctgccgtg tgttaatcat ttgccttaca agatgtacca gacggtttcc agtactaaca 
Lgggaataa aaatacctca cgccacaatc cagcatattg atgttttaag gcaaaacaaa 4680 
aaaaaaa 



3600 
3660 
3720 
3780 
3840 
3900 



4380 
4440 
4500 
4560 
4620 



<210> 19 

<211> 2331 

<212> DNA 

<213> Homo sapiens 

<220> 

<221> misc_f eature 

<223> Incyte ID No: 1259001 
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lllllAL. gggttggagg caggtgcact ggggggggaa tctcagaggt ^tggatgtgt 60 
tttcaggcac ctgaagaact cgtcttgcat ttggctgtca aagtcgccaa ="99="^= 
ctgcctctgg tggatttcat catccagaac ggtggtcacc tggatgccaa ggctgccgac 180 
Saacacgg cStgcacta cgcagcactc nacaaccagc ccgactgcct caagccgctg 240 
cSaJgggga gagctttggt tggcacagta aatgaagcag gcgagacagc tctggacata 300 
gSgSS IgcaccacL gSgtgcgag gagc.gctgg agcaggccca 9gcggggacc 360 
tttqccttcc ccctacatgt ggactactcc tgggtaattt ccacagagcc cggctcCgac 420 
agtlaggagg atgaggaa|a Jaagcgctgc ttgctgaagc tcccggccca ggc^cactgg 480 
gccagtggia ggct:|iac!t cagcaacaag acctatgaga ctgtcgccag -ctgggagca 540 
Tccllclllc SggSagag cgaggactgt cccccgccct tgccagtcaa aaactc.tct 0 
Laactttaa cccaagggtg tgcaagacat gccagtggag atcgttctga agtctccagc 6bo 
cSgttcS aggccSga gacccctgag agcctgggca gtccagcctc ctcctccagt 720 
cSacqagcc ccttggaacc tggggatccc agccaagccc cacccaactc tgaagagggc 780 
ctSgSagc ccccalgcac c^ccagaccc agcctgacat ccgggaccac ccc.tcggag 840 

1^ s= is | z 

: ™ "=i 

ssri: Ksss s:s:c!» ^^r.S": :r.:^::^^: 

n^^o^ =g,ttc«tc ct.t=to.„ J-™^ 

s-s: n-SfS i=r. -0 
:~ !=s s I jsoo 

tgtgttalgc actt:cagata ccacacgagt aagacaaggg ccctgcaggg f Hgtccttt 1560 
gLigaaSc tggtcttaag ggttgggctt gggaataggc agggtcagat tccagggcat 1620 
ifctctggL tcfgctggt:. ta.acctata tgaccat.ac a^ttgtctac agatcacatc 1680 
cattctqqct ggtcaacatg catgctgtac tggctgttaa ataaaaatat tctgaatgtc 1740 
actccttttg Sgacagca cagccttccc taggcattct: cctatattcc ccagccaaat 1800 
Jgtagagtca gIScaccca catttgcctg tgtcc^gat ttagcaggaa ^^aaaggaat 1860 
altclgggtt |atggatgcc cacttctctt ctctttctct tggtcaactc -^g^^^^J" 

|.«..a,.3 .=...9aa„ a™.. a.t.,..«, .,30 

r=:;S:n "1= "i™ .="ecoI,. .ec..^.,c .xoo 

Sggccctgg caggaLggg ccaagccaag caggggagac tagagagcac -atggccaa 2160 
cacagctgcc tggctgggga ggctgtgctg tttcccctgg agacctgact ^^^^^^J ^220 
cacagci-gct, yy ^^^^^ ^^t-i-t-crAacc cccaatatct ggtttcattc atctcagact 2280 
tcccacagga acagggttgt cttttgagcc cccagt-yu yy ^^^^^^ ^ 2331 
tgttatttca ctcatctcta ataaaggatt ggggggtcaa aaaaaaaaaa a 



<210> 20 
<211> 1918 
<212> DNA 

<213> Homo sapiens 
<220> 

<221> misc_f eature 

<223> Incyte ID No: 1627027 

<400> 20 

cagtggccct gggaccagct ctgctccttg 
ctcgctgcct tcttctgggg gaaaccagct 
ctggccaccg cccctgtcct gggagtccct 



caccccgctc cctgcctgga cacaggctca 60 
tcttgccagc cacagctgcc gcctccgcca 120 
tggcccagac acccacctga cttagtggct 180 
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cccctgcagg aaaggtggct gccccctgcg ttcctccatc caaccatgag c^ggtgccca 240 
tcaccactia gaatgcacca aagaatgtag Cggacaaggg agaaggagcc tcccggggtg 300 
gaJacJcacg gaaaagcctc gaggacaacg gctccaccag ggccaccccg agtgcccagc 360 
cccacctcca Icccatcaga aacatgagtg tgagccggac catggaggac ^Zllllll Ho 
tggacctggt gtacgtcaca gagaggatca tcgctgtctc cttccccagc ^cagccaatg 480 
a||agaac?t ccggagcaac ctccgtgagg eggcgcagat gctcaagtcc -^acatggag 540 
acLctacct gctgttcaac ctctctgagc ggagacctga catcacgaag ctccatgcca 600 
Sg^fctgg: atttggctgg cccgacc.cc acaccccagc cccggagaag atctgcagca 
tctgtaaggc catggacaca tggctcaatg cagaccctca "atgtcgtt 9""^^^=; 
acaagggaaa ccgaggcagg ataggagttg ccatcgcggc ttacatgcac tacagcaaca 780 
tttctlccag tgcggaccag gctctggacc ggtttgcaat gaagcggttc tatgaggata 840 
aaattgtgcc cattggccag ccatcccaaa gaaggtacgt gcattacttc agtggcctgc 900 
Scclgctc c^tcaaaatl aacaacaagc ccttgtttct gcaccacgtg atcatgcacg 960 
gca'ccccaa ctttgagtct. aaaggaggat gtcggccatt tctccgcatc t:accaggcca 1020 
Ccaacccgt gtacacatct ggcatctaca acatcccagg agacagccag actagcgcct 1080 
TalTcTclll cgagccagga ctgctcttga agggagacat crtgctgaag tgctaccaca 1140 
lllllllTcl algcccalcc cgagacgtca tcttccgtgt gcagttccac acctgtgcca 1200 
JccaLacct gggggttgtc tttgggaagg aggaccttga tgatgctttc aaagatgatc 1260 
gatttccaga Katlgcaaa gtggagtt:tg tattctctta tgggccagag aaaattcaag 1320 
Satggagca cctgSgaac gggccgagcg tgtctgtgga ctataacacc -cgaccccc 80 
tcatccqccg ggactcctac gacaacttca gtgggcatcg agatgacggc atggaggatg 1440 
llTJ^lllll laataccaat agccagtcaa ttggaagcat ctcaggtggc =^^|J^^;^^ ° 
aatatacctg gccagacaca cactggcctt cccaaagtta ggccctccaa aatgtcaagt 1560 
tgccaagcca |aatccaaag ctttgcactg agaacttcat gttggggctc ctgtcccctc 1620 
ctggagccct |cctgggtga caccccagtc cttctattca ggtcctgtgt ^-cctctgg 1680 
gStlcagg Lcctgtggg gttttttctt tt.ccttttc caagccaagg -gcgttctg 1740 
ictcctggac tctgccctgt ggaggggaaa gggggagaga gagggaaaaa aagatttcca 1800 
ccttat?|tt cagcagctgg aaaattgttg tcatctgttc ^g-ttccat ttgctgagaa 1860 
tggaaaaaaa atgtggaaaa tttggggaaa taaatctcaa taccctcaaa aaaaaaaa 



<210> 21 

c211> 1386 

<212> DNA 

<213> Homo sapiens 



<220> 

<221> misc_f eature 

<223> Incyte ID No: 1905315 



cgggcggctc cacacgcgct gcgcccgccg ccggccccac gcgcggccca ^9"="^^^ J° 
gccgcgctcg cccaccccgc ggccccgcag gatgaagaag gacgagtcgt ^-^^^S^a 120 
gc^glcggc accctggcca ggaagcggag ggcgcgcgag gcgagtgacc ^^-ggaaga 180 
aggcaagaat gccatcaact caccgatgtc ccccgccctg gcggatgttc accctgaaga 240 
Scccalctc laggagaacg aggagcgcac gatgattgac cccacttcca aggaagaccc 300 
caagttcaag gaactggtca aggtcctcct cgactggatt aacgacgtgc tggtggagga 360 
T^T^Tclll Icgaalcagc tggaggaaga cctgtatgac ggccaggtgc ^ 
ctwgaaaaa ctggcagggt gcaagctgaa tgtggctgag gcgacacagt ccgaaatagg 480 
gcaSaacag aa|ctgcSa cggtgctgga agcagtacaC gacctgctgc ^^occcg^si 540 
ctqqQcactc cggtggagcg tggactcaat tcacgggaag aacctggtgg ccatcctcca 600 
llllllllTc llUlicl ticacttcag ggcccccatc cgcc.tcctg agcatgcaac 60 
aatQcaggtg gtggtcgtgc ggaaacggga aggcctgctg cattccagcc acatctcgga 720 
lllTcllTcl acSctacag !|a.gatgac gggccggttc gagcgggatg -ttcgacac 780 
Ictlttcgac cacgccccgg ataagctcag cgtggtgaag aagtctctca tcacttttgt 840 
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gaacaagcac ctgaacaagc tgaatttgga ggtgacggaa ctggagaccc agtttgcaga 900 

tggcgtgcac ctggttctgc tcatgggcct tctggaagac tactttgttc ctctccacca 960 

cttctaccng actccggaaa gcttcgatca gaaggtccac aatgtgtcct tcgcctttga 1020 

gctgatgctg gacggaggcc tcaagaaacc caaggctcgt cctgaagacg cggttaactt 1080 

ggacctcaaa tccaccctga gggttcttta caacctgctc accaagtaca agaacgtgga 114 0 

gtgacggggg agctgtggat ggtggcagga gtgtcccagc aagaaaggcg gcatccgtct 1200 

gtgccctgtg cctttccagg gagccaggcg ccatgggctt ctggtccaag ctgtgttgac 1260 

tgtcatcccc accccacccc tacctcacgc ctgccccacc ccctgcctct tttggttgtt 1320 

qttcttaatc tcctctccat gtagttccca gtgggcaaga gcctttgaaa atgcaggatt 1380 

1386 

ctaaaa 



<210> 22 

<211> 1745 

<212> DNA 

<213> Homo sapiens 

<220> 

<221> misc__f eature 

<223> Incyte ID No: 1997789 

<400> 22 

ccgggtcgcc cctggcccgg cgcgcccgtc cccggcagcg acaatgagtg aacagagtat 60 
ctgccaagcc cgggcttccg tgatggtcta cgatgacacc agtaagaaat gggtaccaat 120 
caaacctggc cagcagggat tcagccggat caacatctac cacaacactg ccagcaacac 180 
cttcagagtc gttggagtca agttgcagga tcagcaggtt gtgatcaatt attcaatcgt 240 
gaaagggctg aagtacaatc aggccacgcc aaccttccac cagtggcgag atgcccgcca 3 00 
ggtctacggc ttaaactttg caagtaaaga agaggcaacc acgttctcca atgcaatgct 360 
gtttgccctg aacatcatga attcccaaga aggaggcccc tccagccagc gtcaggtgca 420 
gaatggcccc tctcctgatg agatggacat ccagagaaga caagtgatgg agcagcacca 4 80 
gcagcagcgt caggaatctc tagaaagaag aacctcggcc acagggccca tcctcccacc 540 
aggacatcct tcatctgcag ccagcgcccc cgtctcatgt agtgggcctc caccgccccc 600 
cccacctcta gtcccacctc cacccactgg ggctacccca cctcccccac ccccactgcc 660 
agccggagga gcccaggggt ccagccacga cgagagctcc atgtcaggac tggccgctgc 720 
catagctggg gccaagctga gaagagtcca acggccagaa gacgcatctg gaggctccag 780 
tcccagtggg acctcaaagt ccgatgccaa ccgggcaagc agcgggggtg gcggaggagg 840 
cctcatggag gaaatgaaca aactgctggc caagaggaga aaagcagcct cccagtcaga 900 
caagccagcc gagaagaagg aagatgaaag ccaaatggaa gatcctagta cctccccctc 960 
tccggggacc cgagcagcca gccagccacc taactcctca gaggctggcc ggaagccctg 1020 
ggagcggagc aactcggtgg agaagcctgt gtcctcgatt ctgtccagga tgaagcctgc 1080 
tgggagcgtg aatgacatgg ccctggatgc cttcgacttg gaccggatga agcaggagat 1140 
cctagaggag gtggtgagag agctccacaa ggtgaaggag gagatcatcg acgccatcag 1200 
gcaggagctg agtgggatca gcaccacgta aggggccggc ctcgctgcgc tgattcgtcg 1260 
agcccatccg gcgacagagg acagccagaa gcccagccag ccccagactc cagtgcacca 1320 
gagcacgcac aggagcctgg gcgcgctgct gtgaaacgtc ctgacctgtg atcacacatg 1380 
acagtgagga aaccaagtgc aactcctggg tttttttaga ctctgcctga cacggaacac 1440 
caggtctgct cgtctttttt gtgttttata tttgcttatt tiaaggtacat ttctttgggt 1500 
ttctagagac gcccctaagt cacctgcttc attagacggt ttccaggttt tctcccaggt 1560 
gacgctgtta gcgcctcagc tggcggtgac agccggccca gcgtggcgcc accacacacc 1620 
gcagagctgt ccaggcacag ctccgccccc agcgctcatg gtgttgaaac tgtctgtcat 168 0 
gcaccacggt gtctgtgtcc acacagtaat aaacggttta ctgtccgcaa aaaaaaaaaa 174 0 
aaagg 1745 
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<210> 23 
<211> 2451 
<212> DNA 

<213> Homo sapiens 
<220> 

<221> misc_f eature 

<223> Incyte ID No: 2303465 



cgcctcagcc gcctcgcaca tttagtcttg ccgggagtgg tgtgattccc Saccaagatg 60 
gcggccgtgg igcgagtcgg ctccttcggt tcttctccgc cgggattatc ctcgacttac X20 
!cSgc|gcc ccttgggcaa cgagatagcg tcgggcaacg gtggcgccgc ggcaggcgac 180 
gaclagScg ggca|aacct ttggtcctgc atcctcagcg aggtctccac ccgctcgcgc 240 
tccLlctcc Sgcggggaa gaacgtgcta ctgctgggtg aagatggagc ^99--aca 300 
agcttaataa gaaaaattca gggaatagag gagtataaga aaggaagagg ^ttggaatat 360 
ttgtacttaa atgtgcatga tgaagacagg gatgaccaaa caagatgtaa ^gtttggatc 420 
ttagatggag acctatatca caaaggcctc cttaaatttt cactggatgc cgtatctctg 480 
aaglatactc tagttatgct ggttgttgac atgtcaaagc cttggaccgc "tggattct 540 
ttacagaaat gggcaagtgt tgttagagaa catgttgaca aactgaaaat ccctcctgaa 600 
gaaatjaaac aaatggaaca aaagttgatt agagacttcc aagaatatgt -ga^-a^ga 660 
gaagacttcc cggcttctcc ccagagaaga aatactgcgt cacaagaaga caaagatgac 720 
agtgtagttt tacctctggg tgcggataca cttacacata acttgggcat "cagtacta 780 
gtagtttgca caaagtgtga tgccattagt gtattggaga aagaacatga ^tacagagat 840 
laacatttt^g attttattca gtcacatatc cggaagtttt gtttacagta ^g^tgcagca 900 
cttatttaca cttcagtaaa agaaaacaaa aatatagact tagtatataa atacatcgtt 960 
cagaaactat atggatttcc ctataagatt cctgctgttg ttgtggaaaa gg-^g^J^^^ J^^O 
tttattccag cagggtggga taatgataag aaaataggaa tattacatga -^^^^^^J JJJ^ 
acattaaaag cagaagataa ttttgaagac atcataacta aaccacctgt tcgaaagttt 1140 
gtacatgaga aggaaattat ggcagaagat gatcaggtgt ttcttatgaa S^^^^^^^^ ^^00 
cttttagcaa agcaaccacc aactgcagct ggaaggcctg tggatgcctc accaagagtc 1260 
ccaggaggct ccccacgaac accaaataga tctgtatcat ctaatgttgc ^agcgtgtca 1320 
cccattcctg ctgggtcaaa aaaaattgat ccaaacatga aagctggagc tacaagtgaa 1380 
ggcgttctgl call^ttctt caacagtttg ttgagtaaaa agactggctc tccaggaggc 1440 
cctlgtgtga gtggtggtag ccctgoaggt ggggctggag gtggaagcag tggtttacca 1500 
cca?ccLca LLgtcagg ccagaagcct gtcttagatg ttcatgcaga actagacaga 1560 
attacacgaa aaccagttac agtttctccc acaacaccta catctcctac gg-JJ^^g^^ ^^^0 
gcttcttgaa gaCaccaaat aaagccattt attctgtttt ctgggataat gtaaacatgc 1680 
ctctgccttt Lcttcaaaa gtggaattag aaagctggag tgcttcttca g-tggactaa 1740 
atttatgtcg tgtgtgtgtg tgtgtgtgtg tgtggttacc cattttttag aaggagccgt 1800 
acagaagaaa aattattcta cattatgtag gattgctgtt tgcattgcca "ttgcataa i860 
gaaagtaatt tttgattttg aaaatctcaa aactt:t:taga tctgaaatac jg^^^^Sc ^980 
tcgatcatat tctaaaggct atttaaaaca tgtaaaagga tttggggaac gg^^g^^J!^ 
atgcagtttg ggcatttgac tgacttggaa gtctaagctt attttagtta taactattaa 2040 
aatcattttt aLaatttgt tagttttgct gacagagaaa aatcgtcagt tgtcagattt 2100 
tgcacaccac aataaatgta ccaccacaca cggaatatgc raagaaaact atcagatagc 2160 
gtttgataca ctagtcattg tctcaatcac tgatcctgta agttgtcatc aaaatatgat 2220 
ttagaaatat tggccaaggt gttgctttaa ctgaggagaa aagaaagcac actgcctaaa 2280 
tgtgtaaaag aaaaatgcag aggttattaa aatgtaaaga agtaacaatc "tggatttg 2340 
tctatacata tatataCata tatatggctt tgccttaata tacccccttt tttgtttgtg 2400 
actttcaact gtaatcagtt aataaagtat ttattctctg caaaaaaaaa a 



<210> 24 
<211> 1162 
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<212> DNA 

<213> Homo sapiens 

<220> 

<221> misc_f eature 

<223> Incyte ID No: 2363178 

<400> 24 

ggaggctccc atcccgagct tgcgtagtgg 
tcaaatggct aaactattac aacctccgcc 
taacaagaac cagtaccaca gagcagacgc 
agaaagccag aggcttgtgg atgaaattga 
gaacaagaaa ctagaacaga gactcgagga 
caaacttgag cagcttgtga atgtaactga 
aaaagccctg gagaccttga aagagccctt 
ggagaagcgc attggcattg acctggtgca 
ggctgagatc atccagggca ttatggctct 
gcagattcgg atgaaccgct ctgccaagta 
tgtggccctg accatagatg atatctgctt 
atattctgag aacgccgtga ggattgagcc 
cttctccagc accaatgtgg agaaggctga 
agccctggtg gatcgaatcc tgtcccagac 
ggtggacacg gcattcaaga atgggctgaa 
tgatcatctg gccaagattg aaggaaactt 
tgcatcgcag acagcttgcc ctgcaggagg 
tcgacgaagt gctgtgtatg cagatgagga 
atggggtctg ggctgggggc ctccgccctg 
aattctcatt aaaccgggat ga 



ttctgtgtgg cgctgaggaa tttggaaacc 6 0 
caagttcctg ccctcagagt ggcacattgc 120 
tcaaaggtcc cgatcagaac gcctggtcgc 180 
aaagaccaca agaaaatctc aaagcgatgt 24 0 
agtccagttc tggaagaagg agttagatga 300 
tgatctactc atatataaga tcagattgga 360 
gcacatcact gagacatgcc tggcatacag 42 0 
cgacacagtg gagcatgagc tgataaagga 480 
gctgacccgt accttggagg aggcttccga 54 0 
caatcttgag aaggatttga aggacaagtt 600 
ctcgctcaac aacaactcac caaacatcag 660 
aaactccgtg agtctggaag actggttgga 72 0 
caagcagcgg aacaactccc tgatgctgaa 78 0 
agccaatgat ctgcgcaagc agtgtgatgt 84 0 
ggatacaaag gatgccaggg acaagctggc 900 
tagcccaagc tcaggcagag ctgaaagggc 960 
agatccaggt caaagagaac accatttata 102 0 
aatccatccc acttcgggat ggggaagacc 1080 
atgctgtctg ctaatagtag ggctagttcc 114 0 

1162 



<210> 25 

<211> 4527 

<212> DNA 

<213> Homo sapiens 

<220> 

<221> misc_feature 

<223> Incyte ID No: 2363327 

<400> 25 

agcccgggac gcgggctggg gagccggggc 
ccctttctag ggtgaggatg gttctacaca 
gccctgctgt gacagcatgg acaccacgtt 
atttatcttt tgcggtttta tgacaaagtt 
tttgaagtta atatcacaat gagtttccag 
cctactggga agagcggatt ttttacttgc 
aaacacaaaa gctccttaaa gtaccgaagg 
tgtggggcat tcaaggattc cttctgcaaa 
tctagagcaa cctcatgcag ttctctttgt 
aaagttcaca gagttacttt tggcaattac 
aaacagaaac agactaagta aaggcctcca 
gctgagatct ggggaagaaa aatttcctgg 
agagaggaca gtctccggaa tattctttgg 
aggtttcact gacggggtgt accaagggaa 
cgtgtttgtt gcattggaca agctagaact 



gaggggcgac gccccgccgc ccgagtttcc 60 
gccacccgga gttccttagt tgaaaggtgc 120 
gctgaaaaca tgctttggga ctgccactga 18 0 
attagtagtt tccctttttt gaattagtat 240 
gcttatggag ccaagaaaaa gtcacttcac 300 
ttcttcaaga atgcagcgtt acagacaaac 360 
aagtatagga cagtatattc aagatcgttc 420 
aggcaagaaa aatcagattg gattaaaaat 480 
tgatgaaaag gatgttgtag agataaatga 540 
caattgtgag gagaggttca gcctgtttaa 600 
aatagacgtg ggctgtcctg tgaaagtaca 660 
agttgtacgc ttcagaggac ccctgttagc 720 
agttgaattg ctggaagaag gtcgtggtca 78 0 
acagcttttt cagtgtgatg aagattgtgg 840 
catagaagat gatgacactg cattggaaag 900 
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tgattacgca ggtcccgggg acacaatgca ggtcgaactt cctcctttgg aaataaactc 960 
cagagttLt ttgaaggttg gagaaacaat agaatctgga acagttatat tctgtgatgt 1020 
tttgccagga aaagaaagcn taggatattt tgttggtgtg gacatggata accctattgg 1080 
caactgggac ggaagatttg atggagtgca gctttgtagt tttgcgtgtg Ctgaaagtac 1140 
aattctattg cacatcaatg atatcatccc agagagtgtg acgcaggaaa ggaggcctcc 1200 
caaacttgcc tttatgtcaa gaggtgttgg ggacaaaggt tcatccagtc ^taacaaacc 1260 
aaaggctaca ggatctacct cagaccctgg aaatagaaac agatctgaat tattttatac 1320 
cttaaatggg tcttctgttg actcacaacc acaatccaaa tcaaaaaata catggtacat 1380 
tgatgaaitt gcagaagacc ctgcaaaatc tcttacagag atatctacag actttgaccg 1440 
ttcttcacca ccactccagc ctcctcctgt gaactcactg accaccgaga acagattcca 1500 
ctctttacca ttcagtctca ccaagatgcc caataccaat ggaagtattg gccacagtcc 1560 
actttctctg tcagcccagt ctgtaatgga agagctaaac actgcacccg tccaagagag 1620 
tccacccttg gccatgcctc ctgggaactc acatggtcta gaagtgggct cattggctga 1680 
agttaaggag aaccctcctt tctatggggt aatccgttgg atcggtcagc caccaggact 1740 
gaatgaagtl ctcgctggac tggaactgga agatgagtgt gcaggctgta cggatggaac 1800 
cttcagalgc actcggtatt tcacctgtgc cctgaagaag gcgctgtttg tgaaactgaa 1860 
gagcScSg cctglctcta ggtttgcatc attgcagccg gtttccaatc agattgagcg 1920 
ctltaactc? ttalcatttg gaggctactt aagtgaagta gtagaagaaa atactccacc 1980 
aaaaatggaa aaagaaggct tggagataat gattgggaag aagaaaggca tccagggtca 2040 
ttacaattct tgttacttag actcaacctt attctgctta tttgctttta gttctgttct 2100 
ggacactgtg ttacttagac ccaaagaaaa gaacgatgta gaatattata gtgaaaccca 2160 
alagctacti aggacagaaa ttgtcaatcc tctgagaata tatggatatg tgtgtgccac 2220 
aaaaattatg aaactgagga aaatacttga aaaggtggag gctgcatcag gatttacctc 2280 
tgaagaaaal gatcctgagg aattcttgaa tattctgttt catcatattt taagggtaga 2340 
acctttgcta aaaataagat cagcaggtca aaaggtacaa gattgttact tctatcaaat 2400 
ttttatggaa aaaaatgaga aagttggcgt tcccacaatt cagcagttgt tagaatggtc 2460 
ttttatcaac agtaacctga aatttgcaga ggcaccatca tgtctgatta ttcagatgcc 2520 
tcgatttgga aaagacttta aactatttaa aaaaattttt cottctctgg ^J^^^^^^^ ^580 
aacagattta cttgaagaca ctcccagaca gtgccggata tgtggagggc "gcaatgta 2640 
tgagtgtaga gaatgctacg acgatccgga catctcagct ggaaaaatca agcagttttg 2700 
taaaacctgc aacactcaag tccaccttca tccgaagagg ctgaatcata ^atataaccc 2760 
agtgtcactt cccaaagact tacccgactg ggactggaga cacggctgca ^cccttgcca 2820 
gaatatggag ttatttgctg ttctctgcat agaaacaagc cactatgttg cttttgtgaa 2880 
ItatggSal gacgattctg cccggctctt ctttgacagc atggccgatc g^satggtgg 2940 
?cagaatggc ttcaacattc ctcaagtcac cccatgccca gaagtaggag ^gtacttgaa 3000 
gatitctctg gaagacctgc attccttgga ctccaggaga atccaaggct g^gcacgaag 3060 
actlctttgl latlcatata tgtgcatgta ccagagtcca acaatgagtt tgtacaaata 3120 
actggggtca tcgggaaagg caaagaaact gaaggcagag tcctaacgtt gcatcttatt 3180 
cgagcSgca gttctgttca cgtccattgc cggcaatgga tgtctttgtg g^gatgatcc 3240 
ttcagaaaag gatgcctctg tttaaaaaca aattgctttt gtgtccctga ^gtatttaat 3300 
aagaagcatt ttgcactcta gaaagtatgt ttgtgttggt tttttaagaa gtctaaatga 3360 
agLattaat: acctgaagct ttaagttaag tgcattgatc atatgatatt ^"g^aagca 3420 
tacaatttta attgtggaag tttaaagcct cttttagtcc attgagaatg taaataaatg 3480 
tgtcttcttt: atggaccaag gatatgaaat catttttctt ttgtagctaa c^g^gcctt 3540 
gaggaagaaa taatttggtt ttattaagag tctactctca atccagttat ^agagatgta 3600 
ctlagcttga tttgttaatc ctttctanat actgctgatc ttgcatgtct acaatctgct 3660 
cagtttttct gtgtttctgc aatagtggtc agaaaaatac ttaaattccc ttaatggtgt 3720 
tgttttctat ttgttctggt tttgagataa atgagtgatt ctgtccccaa -^gtccattt 3780 
ttgaagtgat tttcctggag gattagggta tttagcagtt gaagctcttc attcatagta 3840 
gtLcfgtca gctaacaggt tt.ttaaggc ttttaactat: taatatttta ^gg-tgggg 3900 
caaagtaaat tgatgaaaga attggagtga taatagtcct ttacaaacat acagtccaca 3960 
agaaaatgaa tttggcatat agaattatta caatttcctg ggagagatgg ^tatttaaac 4020 
ctctattatt ttagacaaga ctgtctagaa cttaagtttg atctgtcagc ^agtactccc 4080 
attaaattca gtgtagtttc acttgataga atcagatatg ttatcgaaat gttagcagca 4140 
gcctcatcct ccttctgatt aaagtaagta gaaatgggat gttttgttta ataacagcca 4200 
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tagtgtgtgt ttagaccaca gcggatgttg 
tgctgtggaa tgtgcattct ctgagtgttg 
ctttctaact gtgcagaaag gcagaaaagt 
aaatatttaa tgtgacaaaa agtggaaaga 
aaggcacttt tactctttgg ttttatcatt 
attacagtaa ggtacaaaaa aaaaaaa 



tagaccagga ccatagatga tacatgtcag 4260 
ttttgtggta tcattgtctt tcctgaatga 4320 
catcatatgt atatgtcata tgactttata 4380 
atctttacaa accctgcaat tactttttta 4440 
ccattttgct aatatttact agctttataa 4500 

4527 



<210> 26 
<211> 870 
<212> DNA 

<213> Homo sapiens 



<220> 

<221> Tnisc_f eature 

<223> Incyte ID No: 2508327 



<400> 26 

ggaggaatga gttaggttcc 
cagctactga gtgcaatgcc 
aggaaaagct tggcaatcag 
aaaatcccgg tggtagtgga 
accaagttcc tggtcccgca 
cgcatggtcc tgagagccac 
agcatgagcg caaccatggc 
tacatgacct acgcctccca 
gggagcagcc ttgaggacag 
gctctgacag acgtgtcaga 
gaggagtctg agaagcaggg 
gtggctcttt cctagtttag 
gggccgcccc tgaaaggtat 
tactgccttg gttggagcac 
gcttttaatg tgactcgctg 



cggttgcggg acagtttttt 
gcctccacag aaaatcccaa 
acaagaggaa gttgctggaa 
gcgctacccc agggagacgt 
ggagctgacc atgacccagt 
ggaagccttt tacttgctgg 
agagatctac agagactaca 
ggagacattt ggctgcctgg 
accctgcaat cctctctagc 
tgctggcaga agggattggt 
atgcctgggg tgatcagctc 
tttttttttc cgtttttttg 
ataattatca tttttttttt 
agtgttgcct tggattgtac 
tacttgaaga 



tttctttttt aaaacagaca 60 
gcgtcagacc cttcaagcag 12 0 
tccgggcaaa gttccccaac 180 
tcctgccccc gctggacaaa 240 
tcctcagcat catccggagc 300 
tgaacaacaa gagcctggtc 360 
aggatgagga tggcttcgtg 420 
agtcagcagc ccccagggat 480 
ccatgtcggg aaggatgtgt 540 
tttctcctgt gtatacagtg 600 
caaccagtgg cagcagagtg 660 
tgtccttcta agaaaaatgt 72 0 
tttgaaacag ggtcttgtct 780 
ctactgtact tccatcctgt 840 

870 



<210> 27 

<211> 729 

<212> DNA 

<213> Homo sapiens 



<220> 

<221> misc_feature 

<223> incyte ID No: 2524555 



<400> 27 

gtggccactg cgcagaccag acttcgctcg 
gggcccctgc ctccttcctc ctgccgtcct 
tccctgtgaa ggcattccct aaatccgagc 
ggggagctgg ggggatgcga aacaccctag 
atttaagaac aaaaccgaaa aactggcgtt 
aatttcttag tgtttgcccg caaaggtatt 
gaatagacaa gtcctttgtt ctgaggttca 
cggacggctg cgcgggctgc atctgtgcag 
ctttacagtc cttcttgcag agacatgtgt 
cttttcctcc gcaaccatgt ctgacaaacc 



tactcgtgcg cctcgcttcg gtgagcccca 60 
gcctccgtcc ccgccctttc atcatccgcg 120 
ccgagtggtt ctccccggga aggctacttt 180 
atactggata atggggtggg gaaatcgatg 240 
ttgtcgtgcc gctcggaggg gacattaaaa 300 
gtgcgttgcc ttggaggctg agatatgggg 360 
tcttccgagc cccgagcctc ctcccagcct 420 
cctggcggcg gcggggctgt gctatgacat 4 80 
gccagggatg ccgaattgcc gggagagcag 54 0 
cgatatggct gagatcgaga aattcgataa 600 



31/35 



^ PCT/US99/21565 
WO 00/17355 — 



qtcqaaacLg aagaagacag agacgcaaga gaaaaatcca ctgccttcca aagaaacgat 660 
tgalcaggal aa|caagcag gcgaatcgta atgaggcgtg cgccgccaat: atgcactgta 720 
cattccaca 



<210> 28 

<211> 2062 

<212> DNA 

<213> Homo sapiens 

<220> 

<221> misc_feature 

<223> Incyte ID No: 2900717 

gagtctctga agccacagat ctcttaagaa ctttctgtct ccaaaccgtg gctgctcgat 60 
aaatcagaca gLcagttaa tcctcaattt aagcctgatc taacccctag aaacagatat 120 
^aaacalJgg aagtgacaac aagattgaca tggaatgatg aaaatcatct gcgcaagctg 180 
Sgg^aS tttctttgag tcttctctat aagtctagtg ttcatggagg tagcattgaa 40 
aatatggtti aaagatgcag ccgtcaggga tgtactataa caatggctta cattgattac 300 
limillll tagccttta? gcttggaaat tatattaatt tacgtgaaag ^tctacagag 60 
ccaaatgatt ccctatggtt ttcacttcaa aagaaaaatg -accactga jatagaaact 420 
ttactcttaa atacagcacc aaaaattatt gatgagcaac tggtgtgtcg f " 

acggatattt tcattatatg tcgagataat aaaatttatc tagataaaat ^^^aacaaga 540 
aacttaaaac taaggtttta tggccaccgt cagtatttgg aatgtgaagt ttttcgagtt 600 
gaaggaatta aggataacct aiacgacata aagaggataa ttaaagccag agagcacaga 660 
ll^TslTc talcagacat cigagactat aggccctatg "gacttggt ^t-gaaatt 
catattcttt tggtgggtcc agttgggtct ggaaagtcca gttttttcaa ttcagtcaag /bu 
tct^tttttc aSgStgt glctggccaa gccgtagtgg ggtctgatac -ccagcata 4 
accaagcggt ataggatata ttctgttaaa gatggaaaaa atggaaaatc tctgccattt 900 
llllllllll aca^Ltggg g=-gatggg gcagaaggag caggactgtg catggatgac 60^ 

:rt= :g::trcS^ "ftftSrc KtS-tc ga^tcactgt xoso 

atagcttatg tcttagacat caactctatt gacaatctct actctaaaat gttggcaaaa 1140 
SiScaal ttcacLaga agtattaaac tgtggtatag catatgtggc cttgcttact 1 
laLtJgatg attgcagtga ggttcttcaa gacaactttt taaacatgag tagatctatg 1260 
:;ttctcaaa gcc|ggtcat gaatgtccat aaaatgctag ^cattcctat ttccaatatt 13 
ttgatggttg gaaattatgc ttcagatttg gaactggacc ccatgaagga tattctcatc 1380 
ct^tctgcac tgaggcagat gctgcgggct gcagatgatt ttttagaaga "tgcctctt 1440 
gaggaaactg g^gcaattga gagagcgtta cagccctgca tttgagataa g"gccttga 1500 
tJctgacatt tggcccagcc tgtactggtg tgccgcaatg agagtcaatc tctattgaca 1560 
gcctlcttca gEtttgItt ttgttcgttt tgccttctgt ccttggaaca gtcatatctc 1620 
I^gttcaaag iccaaaacct gagaagcggt gggctaagat aggtcctact ^caaaccacc 1680 
^ctccatatt ?ccgtaccat ttacaattca gtttctgtga catcttttta -ccactgga 1740 
ggaaaaatga gatattctct gagatattct ctaatttatt cttctataac actctatata 1800 
|agctatg?g agtactaatc acattgaata atagttataa aattattgta tagacatctg i860 
Stcttaaac a|attgtgag ttctttgaga aacagcgtgg attttactta "tgtgtatt 1920 
cacagagctt agcacagtgc ctggtaatga gcaagcatac ttgccattac "ttccttcc 1980 
c^ctctctcc aacatcacat tcactttaaa tttttctgta tatagaaagg aaaactagcc 2040 
tgggcaacat gatgaaaccc ct 



<210> 29 
<211> 1020 
<212> DNA 
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<213> Homo sapiens 
<220> 

<221> misc_f eature 

<223> Incyte ID No: 3088904 

. <400> 29 
ctcgcctgcc accggtgcac ccagtccgct 
cctgccggcc ggcccacccc ccaccgcagc 
gctgaaggag aacgccatcg accgcgccga 
ggaccgctgc aagcagctgg aggaggagca 
agaggatgag gtggaaaagt attctgaatc 
ggccgagaag aaggccactg atgctgaggc 
gctggttgag gaggagctgg accgggccca 
ggaggaggcc gagaaggcgg ctgatgagag 
ggccatgaag gatgaggaga agatggaact 
catcgctgag gattcagacc gcaaatatga 
aggagagctg gagcgctcgg aggagagggc 
ggaggaggaa cttcgaacca tggaccaggc 
gtattccacc aaagaagata aatatgaaga 
ggaggctgag acccgagcag agtttgccga 
cgatgaccta gaagagacct tggccagtgc 
cttggaccag accctgctgg aactcaacaa 
gctatggttg ccaccccaac ccaataaaac 



cacccagccc agtccgtccg gtcctcaccg 60 
catggacgcc atcaagaaga agacgcagat 120 
gcaggccgaa gccgacaaga agcaagctga 180 
gcaggccctc cagaagaagc tgaaggggac 24 0 
cgtgaaggag gcccaggaga aactggagca 3 00 
agatgtggcc tccctgaacc gccgcattca 360 
ggagcgcctg gctacagccc tgcagaagct 420 
cgagagagga atgaaggtca tcgaaaaccg 480 
gcaggagatg cagctgaagg aggccaagca 54 0 
agaggtggcc aggaagctgg tgatcctgga 6 00 
tgaggtggcc gagagccgag ccagacagct 660 
cctcaagtcc ctgatggcct cagaggagga 720 
ggagatcaaa ctgttggagg agaagctgaa 780 
gaggtctgtg gcaaagttgg agaaaaccat 840 
caaggaggag aacgtcgaga ttcaccagac 900 
cctgtgaggg ccagccccac ccccagccag 96 0 
tgatgttact agcctctcaa aaaaaaaaaa 102 0 



<210> 30 
<211> 1120 
<212> DNA 

<213> Homo sapiens 
<220> 

<221> misc_feature 

<223> Incyte ID No: 3745193 

<400> 30 

cggtgccacc gcggcgcaga ggagtctgca 
gtgagcagta gctgggtggg cagcatggct 
aagatccagg ttctgcagca ccaggcagat 
tgagaagctg agggaaaaag gtgggcctgg 
aacggtagga tccagctggt tgaagaggag 
gccctgcaaa agctggaaga agcgggaaaa 
gttattgaaa tctgggcctt aaaagatgaa 
agaagctaag cacattgcag atgaggcaga 
ggtgatcatt gaaggagaca tgggatgcac 
ttgctgagag atggatgagc agatcagact 
agctgaagaa aagtactctc aaaaagaaga 
tgataatctc aaggaggcag agacccatgc 
ggaaaagaca attgatgact tggaagataa 
tacacaaagg atgctggacc agactttgct 
cccaccctgc tgctgctcct tcctctgacc 
gctgaccttt acctgagggc tgatctttaa 
cctccttccc tgcctctttt tcaccaaact 
ggctagaggc tgagaacctt tgcaaacaac 
gtctttaaaa atcatgttga gaaaaaaaaa 



atgccgagtg gaggaaggag gaaccggagt 60 
gggatcacca ccatcgaggc agtgaagcgc 120 
gatgcagagg agtgagctga gcacctccag 180 
gaacaggcag aggctgaagt ggcctccgtg 240 
ctggactgtg ctcaggagcg cctggccact: 300 
gctgctgatg agagtgagag agatacaaag 360 
gaagatggaa ctccaggaaa tccaactcaa 420 
tgggaagtat gaagaggtgg ctcgtaagtt 480 
agaggaacga gctgagctgg cagagtcccg 540 
gatggaccag aacctgaagt gtctgagtgc 600 
caaatgtgag gaagagatga agattcttac 660 
tgagttggct gagagatcag tagccaagct 720 
actgaaatgc accaaagagg aacacctctg 780 
tgacctgaat gagatgtaga atgccccagt 84 0 
ctgactctgc ctgaggccag cctgcccgaa 900 
cgggaaggct gctttctcct tttgccaccc 96 0 
gtctctgcct cttcctggag attccagctg 1020 
atttaaggga atgtgagccc aatgcataat 1080 
atacataata 1120 
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<210> 31 

<211> 1471 

<212> DNA 

<213> Homo sapiens 
<220> 

<221> misc_f eature 

<223> Incyte ID No: 3822123 

<400> 31 

caggcccagc tgagaggtgc gcgggcgagg 
gtccacgtgg gccaagcggg agttcagatt 
gaacacggca tccaggcaga cggcactttt 
gactccttca ccaccttttt cagcgagact 
atgatagatc tggagcctac tgtagtggat 
ttccatccag agcagctgat cacaggaaag 
cactacacgg tgggcaagga gagcattgac 
gatgcttgct ctggcctgca gggcttcctg 
tccggcttca cttctctgct gatggaacgc 
ctggaattct ccatctaccc agccccccag 
tcttatctga ccacccacac caccctggag 
gaagcaatct atgacatctg ccgccgcaac 
ctcaatcgcc tcattagcca aattgtctcc 
gccctcaatg tggacctgac agagttccag 
ttccccctgg ccacctatgc accagtcatc 
tcggtggcag agatcaccaa tgcctgcttt 
ccccggcacg gcaagtacat ggcctgctgc 
gatgtcaacg ctgccattgc cgccatcaag 
tgccccacag gcttcaaggt tggtatcaac 
gacctggcca aggtgcagcg tgccgtgtgc 
gcctgggccc gcctggacca caagttcgac 
tggtatgtgg gtgagggcat ggaggagggt 
gccctggaga aggattatga ggaggtgggc 
gaagaataaa gcagctgcct ggagcctatt 
taaacagttt ccttgcaaaa aaaaaaaaaa 



acagcggcag cgatgcggga atgcatatca 60 
ggcaatgcct gctgggagct cttctgcctg 120 
gatgctcaag ctagcaagat caacgatgat 180 
ggcaatggga agcatgtgcc ccgggccgtc 240 
gaggttcggg caggaaccta ccgccagctc 300 
gaggatgcag ccaacaacta tgcccggggc 360 
ctggtgctgg accgcatacg gaagctgaca 420 
attttccaca gttttggtgg gggcactggc 480 
ctctccctgg attatggcaa gaaatccaag 540 
gtgtctacag ccgtggtcga gccctacaac 600 
cactcagact gtgccttcat ggtggacaac 660 
ctagacatcg agcgcccaac ctacaccaac 720 
tccatcacag cttctctgcg ctttgacggg 780 
accaacctgg tgccctaccc tcgcatccac 840 
tctgcagaaa aggcatacca cgagcagctg 900 
gagcctgcca accagatggt aaagtgtgat 960 
ctgctgtacc gtggagatgt ggtgcccaag 1020 
accaagcgca gcattcagtt tgtggactgg 1080 
taccagcctc ccactgtggt gcctgggggt 1140 
atgctgagca acacgaccgc catcgccgag 1200 
ctgatgtatg ccaagagggc gtttgtgcac 126 0 
gagttctccg aggcccgtga ggatatggct 1320 
atcgactcct atgaggacga ggatgaggga 1380 
cactatgttt attgcaaaat cctttcgaaa 144 0 

1471 



<210> 32 
<211> 1079 
<212> DNA 

<213> Homo sapiens 
<220> 

<221> misc_feature 

<223> Incyte ID No: 4217506 

<400> 32 

cagcccttct cacactcgac ccgcagaaac 

ttgaacaggt ggaggagcag tacgaagaag 

tccatgagga agttcatgaa ccagaggaag 

aagaggagaa accgagaccc aaactcactg 

acttcgatga catccagaag aagcgtcaga 

tcgacagcca ctttgaagcc cggaagaagg 

gaatcgagaa gcgccgtgca gagagagcgg 



cacccacctt caccatgtct gacgaggaag 60 
aagaggaagc ccatgaggaa gctgcagaag 120 
ttcaagaaga caccgcagag gaggacgcgg 180 
ctcctaagat cccagaaggg gagaaagtgg 240 
acaaagacct aatggagctc caggccctca 300 
aggaggagga gctggtcgct ctcaaagaga 360 
agcagcagag gattcgtgca gagaaggaga 42 0 
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gggagcgcca gaacagactg gcggaggaaa 
ggagggcaga ggacgacctg aagaagaaga 
gcagctacct ggccaaggct gaccagaaga 
agaagaagat tctggctgag agacgcaagc 
aactgaggga caaggccaag gagctctggg 
tcgagtttgg ggagaagctg aaacgccaga 
ttgaccaggc ccagaagcac agcaagaagg 
ggcgctggaa gtagagaggc cagaaaggcc 
acaccagggc cgctcgtggg actccacatc 
cctgacagtc ctgggggtgg agaggccatc 
tgccttcatc ccctggggcc tgtgaataaa 



aggccagaag ggaggaggag gatgccaaga 480 
aagctctgtc ttccatggga gccaactaca 54 0 
gaggcaagaa gcagacagcc cgggaaatga 600 
cgctcaacat cgatcacctt ggtgaagaca 660 
agaccctgca ccagccggag attgacaagt 720 
aatatgacat caccacgctc aggagccgca 780 
ctgggacccc agccaagggc aaagtcggcg 840 
cctcgaggca gagaccctcc gccctcttgc 900 
ctccagcccc cacaatcctg tcaggggctc 960 
ccggggcgtc ccccgcgtct gtgtccttgc 1020 
gctgcagaac ccccaaaaaa aaaaaaaaa 1079 
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